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Aquaculture plays a crucial role in global food and economic security, though its expansion 22 
and sustainability remain under threat from infectious diseases. Salmonid alphavirus (SAV, 23 
Togaviridae), the causative agent of pancreas disease and sleeping disease, is responsible for 24 
large negative impacts in salmonid aquaculture. Few studies have characterised this virus at a 25 
genome-wide level, and the extent of intrahost SAV genetic diversity remains largely 26 
unexplored. Pooling tissues from multiple infected animals is a standard method of sampling 27 
for molecular diagnostics of pathogens in aquaculture; however the impacts of pooling on 28 
detection of viral diversity remain poorly understood. Here we applied a sequence capture 29 
strategy to obtain SAV genomes at high coverage from infected fish using both pooled and 30 
individual samples. We compared the genetic diversity of SAV in farmed Atlantic salmon and 31 
rainbow trout, in addition to two wild flatfish species, sampled from multiple regions in 32 
Scottish and Irish waters. Mixed subtype infections were present in three of the four species 33 
studied, and in both farmed and wild samples. This involved pairs of SAV subtypes known to 34 
previously exist in the sampled geographical locations. Evidence of subtype-level SAV co-35 
infections were also shown in individual fish (i.e. not pooled), including wild fish such as dab. 36 
Our findings confirm the circulation of multiple SAV subtypes on the same fish farm and 37 
abundant within-subtype genetic diversity in all studied samples. Further, the pooling of 38 
samples from different fish clearly underestimates the genetic diversity characterizing 39 
infections, and likely limits the power to detect the transmission of novel viral genotypes into 40 
different geographic regions or fish farms. We conclude that SAV transmission and 41 
evolutionary dynamics are more complex than recognized currently, and should be routinely 42 
characterized at a genome-wide level to capture the true diversity associated with disease 43 




1. Introduction 46 
The rapid evolutionary rate of RNA viruses leads to high levels of genetic diversity and the 47 
potential for co-existence of multiple strains in host populations, including within single hosts 48 
(Duffy et al., 2008; Sanjuán et al., 2010). Such diversity poses challenges to both human health 49 
and agricultural systems, as the effectiveness of disease control relies on knowledge of both 50 
viral diversity and evolutionary dynamics (Acosta-Leal et al., 2011; García-Arenal and 51 
McDonald, 2003; Grenfell et al., 2004). Aquaculture, as the fastest growing food production 52 
industry (FAO, 2016), plays an increasingly important role in global food and economic 53 
security (Jennings et al., 2016). However, viral disease remains a major threat to the 54 
sustainability and expansion of this sector, due to a lack of effective therapeutics and vaccines 55 
(Garver et al., 2005; Karlsen et al., 2012; Munang’andu et al., 2012) and limited understanding 56 
of disease transmission between farmed populations and wild reservoir fish (Bruno et al., 2014; 57 
Ruane et al., 2018; Snow et al., 2010). 58 
Molecular characterization of pathogens plays an important role during investigations of viral 59 
disease outbreaks on fish farms, helping to understand the transmission of pathogens between 60 
farms, and contributing to improvement of disease control measures to further limit pathogen 61 
transmission. Sanger sequencing of up to a few (2-3 on average) candidate/marker genes is 62 
often applied to characterize the disease agent (Holopainen et al., 2017; Matejusova et al., 63 
2013; Nishizawa et al., 2006) and this method is accurate and well suited to low-throughput 64 
applications aiming to reveal the dominant viral strain(s). Second generation high-throughput 65 
sequencing (e.g. Illumina, Roche 454, Ion Torrent etc.) is now well established for genome-66 
wide investigations of animal viruses (Bodewes et al., 2013; Ferretti et al., 2018; Pfaff et al., 67 
2018) and, like Sanger, provides highly accurate data. Recent studies have demonstrated the 68 
potential of such platforms to reveal intrahost diversity of fish viral pathogens, e.g. of viral 69 
hemorrhagic septicaemia virus (VHSV) (Schönherz et al., 2016) and Cyprinid herpesvirus 3 70 
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(Hammoumi et al., 2016). Third generation Nanopore sequencing has recently been used for 71 
rapid genome-wide analysis of fish RNA viruses (Gallagher et al., 2018), but this platform still 72 
suffers from higher error rates compared to Sanger and Illumina platforms, making finer-scale 73 
investigations of viral genetic diversity more challenging. 74 
Understanding the genetic diversity of natural viral infections is essential, as different viral 75 
strains may be associated with unique pathological outcomes, demanding alternative control 76 
strategies. For example, while infectious salmon anaemia virus (ISAV) typically causes high 77 
mortality rates in Atlantic salmon, a specific ISAV strain (HPR0) is non-pathogenic (Nylund 78 
et al., 2006). However, as co-infections with both pathogenic and non-pathogenic ISAV strains 79 
have been reported (Kibenge et al., 2009; Kulshreshtha et al., 2010), and ISAV HPR0 has been 80 
shown to mutate into a pathogenic form (Christiansen et al., 2017), the ability to accurately 81 
capture all viral forms within each host is necessary for effective decisions on disease control. 82 
Similarly, different strains of VHSV have distinct outcomes for pathogenicity in salmonids 83 
(Dale et al., 2009; Skall et al., 2004) and the introduction of the exotic VHSV genotype IV into 84 
Europe could have devastating consequences (Lumsden et al., 2007). Thus, the ability to detect 85 
co-infecting viral strains is central to viral epidemiological studies and the control of viral 86 
disease outbreaks.  87 
In this study, we used a capture-based approach to enrich the whole genome of target viruses 88 
and used it to characterize genetic diversity of salmonid alphavirus (SAV, Togaviridae), a 89 
single-strand positive-sense RNA virus. This virus was recently added to the World 90 
Organisation for Animal Health (‘OIE’) list as a notifiable disease agent (OIE, 2019). SAV 91 
causes pancreas disease (PD) in Atlantic salmon Salmo salar and sleeping disease (SD) in 92 
rainbow trout Oncorhynchus mykiss, resulting in significant mortality, reduced growth and 93 
poor flesh quality (Aunsmo et al., 2010). Six SAV subtypes (SAV1-6) are widely recognized 94 
(Fringuelli et al., 2008) that are loosely geographically structured across Europe, with Scotland 95 
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reporting cases of SAV1, 2, 4 and 5, Ireland SAV1, 4 and 6 (Graham et al., 2012), and Norway 96 
SAV2 and 3 (Hjortaas et al., 2013; Hodneland et al., 2005). SAV has also been detected in wild 97 
species including flatfish (Bruno et al., 2014; Snow et al., 2010) and Ballan wrasse Labrus 98 
bergylta (Ruane et al., 2018). While one past study provided evidence for complex population 99 
structure in SAV3 (Petterson et al., 2013), including the presence of non-random deletion 100 
variants in natural infections, epidemiological studies of SAV have been limited to the subtype-101 
level; omitting intrahost variation. Considering that different SAV subtypes are known to have 102 
unique pathogenicity (e.g. infections with SAV1 and SAV3 show the most pronounced 103 
histopathological changes) (Graham et al., 2011), and the recent addition of SAV to the OIE 104 
notifiable list, gaining a deeper understanding of SAV genetic diversity and population 105 
structure is of broader interest to both the aquaculture and academic industries. 106 
We thus performed a genome-wide analysis of SAV diversity within infected tissues from 107 
farmed salmonid and wild flatfish samples from several locations, representing both single 108 
hosts and pools of different fish. We reveal extensive genetic diversity on several levels, 109 
including SAV subtype co-infections in single wild hosts, the presence of multiple SAV 110 
subtypes at the farm level, and extensive within-subtype SAV diversity in all samples. Our 111 
findings have implications for sampling strategies of epidemiological and transmission studies 112 
and disease management where strain-level information is relevant. 113 
2. Materials and methods 114 
2.1. Sample Preparation 115 
Tissue homogenate or RNA from eighteen heart tissue samples from either individual fish or 116 
pools (n=5 fish) with natural SAV infections were obtained from Marine Scotland Science or 117 
Marine Institute Ireland (Table 1). Irish flatfish from Marine Institute Ireland were previously 118 
published (McCleary et al., 2014). Total RNA was extracted using a phenol-chloroform method 119 
and RNA integrity was assessed by agarose gel electrophoresis. Single-strand (ss)-cDNA was 120 
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synthesized using Superscript III reverse transcriptase (Invitrogen) and cleaned by AMPure XP 121 
bead purification (Beckman Coulter). Ss-cDNA was converted to double-strand (ds)-cDNA 122 
using NEBNext Ultra II Non-directional RNA Second Strand Synthesis Module (New England 123 
Biolabs) following the manufacturer’s instructions. Ds-cDNA concentration was determined 124 
using a Qubit system with a ds-DNA HS Assay kit (ThermoFisher). Relative viral load was 125 
estimated using qPCR (Table 1), employing a primer pair designed in a region of the SAV 126 
genome conserved across all subtypes: 5’ - TGC CCG ACA GAG CAC CTT - 3’ (sense) and 127 
5’ - CTC GGC GAC CTG GAA CTT GAT - 3’ (antisense). 15 µl qPCR reactions were 128 
performed for each isolate including 5 ng ds-cDNA, 7.5 µl Brilliant III Ultra-fast SYBR Green 129 
(Agilent Technologies) and 500 nM sense/antisense primers. Cycling conditions were as 130 
follows: 1 cycle of 3 min at 95°C, followed by 40 cycles of 20 s at 64°C, finishing with 30 s at 131 
55°C. The ds-cDNA samples were kept at -80oC until library preparation for sequence capture. 132 
 133 
2.2. Sequence capture probe design, library preparation and sequencing 134 
Agilent SureSelectXT2 120-mer RNA oligomer baits were generated at 4-fold tiling to cover 135 
reference genomes for SAV1 to SAV5 (where possible representing two representatives of the 136 
most phylogenetically distant clades) (accession numbers: SAV1: JX163854, AJ316244; 137 
SAV2: AJ316246, MH708652; SAV3: DQ149204, SAV4: MH708651; SAV5: MH708653, 138 
MH708650), as well as two fragments of SAV6 (EF675547, EF675499). Sequence capture 139 
library preparation and Illumina sequencing were performed by the Centre of Genomic Enabled 140 
Biology and Medicine (CGEBM) at the University of Aberdeen. 100ng of ds-cDNA from each 141 
sample was sheared using sonication, end-repaired and purified with AMPure XP beads. The 142 
pre-capture SureSelectXT2 reagent kit was used to ligate single i7 indexing adapters to the DNA 143 
fragments and the libraries were amplified using PCR before quality assessment on an Agilent 144 
TapeStation. Sequence capture was performed with the custom baits following the 145 
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manufacturer’s instructions. Indexed samples were pooled together for the hybridisation step, 146 
where RNA baits bound to the virus cDNA were captured using a streptavidin bead-based 147 
separation. Captured libraries were amplified using PCR (12-14 cycles) and the amplified 148 
library confirmed using the Agilent BioAnalyser. The pooled library was run on a single 149 
NextSeq500 flowcell (2x150bp pair-end configuration) according to Illumina specifications. 150 
 151 
2.3. SAV genome analysis 152 
Demultiplexed FASTQ files were trimmed of sequencing adapters and poor-quality bases 153 
using TrimGalore v.0.4 (min q-score of 30) (Krueger, 2015). The average cDNA fragment size 154 
prior to adapter ligation was 192 bp, leaving an overlap between 2 x 150 bp paired reads. Paired 155 
reads were merged into longer contigs when possible using the BBMap (Bushnell, 2016) 156 
programme BBMerge (default settings). Both merged and unmerged reads were used for 157 
subsequent analyses (average sequence length: 187 bp). PCR duplicates were removed using 158 
DeDupe (BBMap package) with default parameters. BBSplit (BBMap package) was used to 159 
align all quality controlled passed reads of each isolate to a reference of each of the six subtypes 160 
(SAV1 - AJ316244; SAV2 - AJ316246; SAV3 - DQ149204; SAV4 - MH708651; SAV5 - 161 
MH708653; SAV6 - MH238448). Different SAV subtypes were considered present in the 162 
same sample when >50 reads mapped to locations of the reference sequence that contained 163 
subtype-unique variants (e.g. as visualized in Fig. S1). The resulting bins of reads were mapped 164 
to the corresponding reference genome with BWA-MEM (Li, 2013), using default settings and 165 
the alignments were then processed using SAMtools v1.3.1 (Li et al., 2009). Consensus 166 
sequences were generated using FreeBayes variant-calling (Garrison and Marth, 2012) and the 167 
VCF manipulation package vcflib (Garrison, 2012) to produce a FASTA file for each subtype-168 
specific isolate. The percentage of the SAV genome captured in each consensus sequence was 169 
calculated (Table 2) by comparison to a reference sequence of the same subtype. Proportions 170 
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of each subtype per sample were estimated by comparing sequencing depth of each assembly 171 
across ORF2 (Fig. 1) 172 
 173 
2.4. Bayesian phylogenetic analysis 174 
Isolate sequences from which ≥85% of the structural polyprotein (ORF2) was assembled were 175 
used for phylogenetic analysis, along with all unique published SAV ORF2 sequences (isolate 176 
names given in Fig. 2). Sequence alignment (n=51 sequences) was performed using MAFFT 177 
v.7 with default parameters (Katoh and Standley, 2013). The final alignment was 3,917 bp in 178 
length and is provided in the Supplementary Information (Dataset S1). Prior to phylogenetic 179 
analysis, the best fitting nucleotide substitution model was estimated using IQTREE v1.5.3 180 
(Nguyen et al., 2015; Trifinopoulos et al., 2016). Bayesian phylogenetic analysis was 181 
performed using BEAST v.2.4.4 (Bouckaert et al., 2014), employing the best fitting nucleotide 182 
substitution model (general time reversible model; Tavaré, 1986, with gamma distribution of 183 
among-site rate variation estimated under 4 rate categories) an uncorrelated lognormal relaxed 184 
clock model (Drummond et al., 2006), a random starting tree and a Bayesian coalescent 185 
constant population model (Drummond et al., 2005). The Markov Chain Monte Carlo (MCMC) 186 
chain length was 200 million generations, with sampled parameters logged every 20,000 187 
generations. Convergence and mixing were assessed using Tracer v.1.6 where all effective 188 
sample size statistics (ESS) were >200. A maximum clade credibility tree was created using 189 
TreeAnnotator (Drummond et al., 2012) after removing the first 10% of trees as burn-in, The 190 
resulting tree (Fig. 2) was visualised in FigTree (http://tree.bio.ed.ac.uk/software/figtree/). 191 
 192 
2.5. Subtype-specific SAV genetic diversity 193 
Bins of sequence reads representing different SAV subtypes were mapped back to their 194 
consensus sequence (generated as outlined above) using BWA-MEM, with alignment 195 
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processing performed using SAMtools. SNV detection was then performed using FreeBayes, 196 
with stringent parameters to reduce type-I error: a minimum base quality of 30, a minimum 197 
mapping score of 30, a minimum variant frequency of 0.05, a minimum coverage of 50 reads, 198 
and a p-value of < e-7. All SNVs were visually inspected and their effect on coding sequence 199 
determined. Genomic location of each SNV from each isolate was determined, plotted in 200 
reference to an SAV genome alignment (n=31) using the R package ggplot2 (Wickham, 2009), 201 
and coloured by both codon effect (Fig. 4) and novelty of the SNV in question (Fig. S2). 202 
Samples from which a subtype-consensus sequence could be obtained were further analysed to 203 
determine the percentage of the genome which was variable (i.e. proportion of the nucleotide 204 
sites which contained an SNV) (Table 3).  205 
 206 
2.6. Intra-subtype haplotype reconstruction and phylogenetic analysis 207 
Due to inconsistent results obtained from several haplotype reconstruction softwares, 208 
haplotype reconstruction of small genomic regions (~350 bp) was performed manually using 209 
visualised alignments on IGV (Thorvaldsdóttir et al., 2013). Isolates were chosen for analysis 210 
based on visualisation of SNVs; only those with several SNVs each located within the 211 
maximum read length (~250bp) of the next SNV were considered (samples IRE/3/12, 212 
IRE/38/11, SCO/G415/09, SCO/G572/09, SCO/G573/09, and SCO/G582/07). A genomic 213 
region overlapping the E3 and E2 genes was selected to maximise the number of SNVs present 214 
in the samples. SNVs were considered to belong to the same haplotype if >99% of the reads 215 
with one SNV also contained a second SNV, itself present in <1% of reads not containing the 216 
first SNV. Haplotype sequences generated for samples IRE/3/12, IRE/38/11, SCO/G415/09, 217 
SCO/G572/09, SCO/G573/09, and SCO/G582/07 were aligned against the same regions of 218 
consensus SAV1 sequences recovered for other samples within the study, before a Bayesian 219 




3. Results 222 
3.1. Sequence capture for genome-wide SAV analysis 223 
Eighteen tissue samples from four fish species (Atlantic salmon, rainbow trout, European 224 
plaice Pleuronectes platessa and common dab Limanda limanda) were used in this study 225 
(Table 1). For the farmed salmonid samples, heart tissue from a representative sample of five 226 
fish, pooled together at the farm level, were obtained during routine visits to fish farms on the 227 
west coast of Scotland and Shetland. The pooled wild flatfish were caught on the east coast of 228 
Scotland, while the individual flatfish samples were caught in Dublin bay and the Celtic sea. 229 
All samples tested positive for SAV using qPCR analysis (Table 2). The samples were 230 
sequenced on an Illumina NextSeq 500 following enrichment of SAV cDNA using the Agilent 231 
SureSelectXT2 platform. The sequence capture probes covered the full genomes of SAV1-SAV5 232 
genotypes and also included two partial fragments of SAV6 (Fringuelli et al. 2008).  233 
In total, 136,914,992 reads (20.5Gb total DNA) were obtained that passed quality control 234 
(Table 2). The proportion of SAV reads among all sequenced reads ranged from 2.9% to 91.4% 235 
per sample (Table 2) and was positively correlated with viral RNA load estimates obtained by 236 
qPCR (Pearson’s R=0.92, p<0.001). Sequence coverage was uneven across the genome, with 237 
more reads mapping to ORF2 (structural polyprotein) than ORF1 (non-structural polyprotein) 238 
for SAV1, and a higher 3’ coverage of each polyprotein for SAV2 (Fig. S1).  239 
3.2. Evidence for co-presence of different SAV subtypes 240 
An approach was designed to map reads from single samples to all six SAV reference genome 241 
sequences (note: an SAV6 genome became available while the work was in preparation; 242 
(Gallagher et al., 2018). Sequence reads from all eighteen samples mapped exclusively to 243 
SAV1, SAV2 and SAV5. Sequence reads generated from two out of five samples collected 244 
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from individual fish (common dab) mapped to both SAV1 and SAV5 (Table 2), indicating the 245 
presence of viral RNA from two different SAV subtypes in the same host tissue (e.g. Fig. S3). 246 
Additionally, eleven out of the thirteen pooled samples contained sequence reads that mapped 247 
to two SAV subtypes (Table 2), with both SAV1-SAV2 and SAV1-SAV5 pairings observed. 248 
These included pooled samples from both farmed Atlantic salmon and rainbow trout, as well 249 
as wild caught Scottish common dab. In all cases, the Sanger-generated sequence confirmed 250 
the presence of only the SAV subtype present at higher coverage across a greater proportion of 251 
the genome (Table 2).  252 
For all samples showing a co-presence of reads from two SAV subtypes, at least half of the 253 
genome was represented; including the majority of the ORF2; sufficient to discriminate 254 
between the SAV genotypes (Table 2). A Bayesian phylogenetic analysis of ORF2 was 255 
performed, including all the unique publicly available SAV sequences and the consensus 256 
sequences assembled during this study; inclusive of SAV subtypes co-present in the same 257 
samples (Fig. 2). SAV sequences of co-present subtypes belong to a diverse range of 258 
phylogenetic lineages, including distantly related clades for SAV1 and SAV2 (Fig. 2) and were 259 
unique compared to the published list of sequenced SAV genes and genomes as well as the list 260 
of commonly handled SAV isolates in both Marine Science Scotland and Marine Institute. This 261 
abundant novel genetic diversity is incompatible with scenarios where the co-presence of SAV 262 
subtypes in the same sample resulted from contamination (see Discussion). 263 
3.3. Within-subtype SAV diversity 264 
To test for the existence of within-subtype SAV diversity, we mapped the recovered reads back 265 
to consensus sequences for the different SAV genomes. Any samples showing co-presence of 266 
two SAV subtypes were mapped to two unique references. Genome-wide single nucleotide 267 
variant (SNV) calls were generated for all samples, excluding SNVs with frequencies <5% to 268 
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avoid false-positives. All samples showed evidence for minor SNVs with large differences 269 
observed between samples (0.01 to 0.77% of genome affected) (Table 3).   270 
Considering the evidence favouring a co-presence of phylogenetically distinct SAV subtypes 271 
in single samples, it seemed plausible that distinct subtype strains might also be commonly 272 
present in the same sample. However, the short sequencing reads obtained (average fragment 273 
length: 192 bp) limits our ability to distinguish such scenarios from viral strains that evolved 274 
within-host (Domingo et al., 2012). In an attempt to address this issue, we performed 275 
phylogenetic analysis on a short (manually-assembled, see Materials and Methods and Fig. S4) 276 
fragment of the SAV E3 and E2 genes for a subset of samples (samples IRE/F3/12, IRE/F38/11, 277 
SCO/G415/09, SCO/G572/09, SCO/G573/09, SCO/G582/07) that contained enough variation 278 
for reliable viral haplotype phasing (311bp fragment). SAV1 subtype haplotypes identified 279 
within each sample were characterised by phylogenetic analysis (Fig. 3). Two distinct SAV1 280 
clades were observed (posterior probability of 0.84), sharing a pairwise nucleotide similarity 281 
of 98%, compatible with a co-infection scenario for single-individual samples (IRE/F3/12 and 282 
IRE/F38/11) and (at minimum) a co-circulation scenario for the represented pooled samples 283 
(SCO/G572/09 and SCO/G415/09). Additionally, isolates IRE/F3/12 and SCO/G572/09 also 284 
contained SAV1 haplotypes that branched within monophyletic clades for each sample (e.g. 285 
isolate IRE/F3/12 has three SAV1 sequences sharing 99.6% pairwise identity on average). 286 
While it cannot be assumed to be the case for SCO/G572/09 (a pooled sample), for isolate 287 
IRE/F3/12, these results are consistent with intrahost evolution of SAV. 288 
A broader definition of the SNV landscape of our samples is visualized in Fig. 4 (and Fig. S2), 289 
including the proportion of synonymous and non-synonymous variants across different genes 290 
in the SAV genome. The caveat to this analysis is that the data represents viral strains from 291 
both single fish samples and pools of five individuals. Hence the presence of multiple distinct 292 
SAV strains in samples may represent one or multiple of the following scenarios: SAV co-293 
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infection in individual fish, intrahost SAV evolution during the time course of an infection, or, 294 
and most likely, the co-circulation of several SAV strains infecting different fish at the farm 295 
level. Consequently, this limits the value of statistical analyses to formally contrast differences 296 
in SNV rate across different genes and host species, due to confounding effects of possible co-297 
circulations, co-infections and intra-host evolution. Informally, it seems notable that large 298 
variation in the number of observed SNVs across samples was inclusive of the different species, 299 
with no obvious differences between farmed and wild fish (Table 3). However, we did observe 300 
a notably higher number of SNVs in SAV1 compared to SAV2/SAV5 (Table 3), which may 301 
reflect a higher natural diversity of this subtype in Scottish and Irish waters. Additionally, we 302 
observed that 82% of the SNVs observed were not found in any other sample sequenced in this 303 
study (505 unique, 109 shared SNVs) (Fig. S2). 304 
4. Discussion 305 
Second and third generation sequencing platforms have been widely used to study pathogen 306 
genomic variation. However, the uptake of such tools to characterize genetic diversity for 307 
pathogenic viruses affecting farmed fishes has been slow, leaving knowledge gaps in our 308 
understanding of commercially important diseases including PD and SD. The few studies that 309 
have achieved a deep profiling of pathogenic viral diversity in farmed fish provide ample 310 
evidence for intrahost viral diversity. However, until recently only a few studies considered 311 
natural SAV infections, with most work done on cultured viral isolates, which likely lack the 312 
natural genetic diversity, instead accumulating novel genetic variation associated with 313 
passaging in cell culture (Karlsen et al., 2006). This should be especially true for cultured 314 
material consisting of multiple pooled fish, as any genetic variation present will be combined 315 
and presumably removed/reduced by selection or drift from the onset of cell culture. 316 
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In this study, we developed a target enrichment sequencing approach to characterise the genetic 317 
diversity of SAV in natural infections and compared the levels of diversity between single-318 
individual and pooled samples. We provide evidence for common co-circulation (and 319 
potentially co-infections) of two SAV subtypes and within-subtype strain diversity, both on 320 
Atlantic salmon and rainbow trout farms, as well as in wild flatfish populations. Furthermore, 321 
SAV1 and SAV5 were co-detected in two single-individual flatfish samples from Dublin Bay 322 
representing, to our knowledge, the first empirical evidence for subtype-level SAV co-323 
infection. This finding cannot be explained by contamination, due to the extensive novel 324 
phylogenetic diversity of the viral sequences identified with no consensus sequences having 325 
100% pairwise identity with any other sequence. Under a scenario of contamination, for 326 
example resulting from SAV PCR amplicons previously generated in the lab, we would expect 327 
the repeated presence of one or a few contaminating samples. The only isolate used previously 328 
in our lab was SAV4640 (accession: JX163854), to which none of the new SAV1 sequences 329 
matched. Additionally, several isolates previously identified as SAV1 were found here to 330 
contain SAV2 or SAV5; no samples of these subtypes had been subjected to PCR in the 331 
laboratory where amplicon libraries were prepared. Finally, under a scenario of contamination, 332 
we would expect the issue to impact all samples, given that they were processed together; 333 
however, this was not observed, as several contained reads mapping to a single SAV subtype 334 
(isolates IRE/F3/12, IRE/F10/12, IRE/F38/11, SCO/G576/07, and SCO/G865/15). This is also 335 
seen in Fig. S2, where the majority of SNVs characterised are unique to each sample (~82%) 336 
and the frequency of SNVs are not evenly distributed across the samples (minimum of 0, 337 
maximum of 126). We thus conclude that the presence of multiple SAV subtypes circulating 338 
on single salmonid farms and wild fish populations is a true reflection of natural infections. 339 
Importantly, these findings have previously been hidden to consensus sequence approaches 340 
reliant on Sanger sequencing of PCR products (Domingo et al., 2012; Hjortaas et al., 2013; 341 
15 
 
Karlsen et al., 2006; Matejusova et al., 2013), advocating a need for routine uptake of higher-342 
resolution sequencing methods from individual rather than pooled samples for epidemiological 343 
studies and diagnostics. The high prevalence of within-sample SAV diversity indicates that the 344 
dynamics of PD are markedly more complex than widely recognised, suggesting a need for 345 
extensive reappraisal and expansion of existing genetic databases to support ongoing disease 346 
management decisions. 347 
The sequence capture method employed in our study allows for an unbiased characterisation 348 
of viral diversity. Our data corroborates previous findings (Hammoumi et al., 2016) that the 349 
efficiency of viral sequence capture depends on the initial viral load and is variable between 350 
analysed samples. Additionally, the SureSelectXT2 protocol used requires pooling of barcoded 351 
samples prior to capture; while reducing handling and reagent costs, this prevents the 352 
normalization of library quantities between isolates. A difference was also observed in 353 
coverage across the SAV genome, which might reflect the natural abundance of the two 354 
mRNAs in SAV. In many samples the structural polyprotein, encoded by a ~4kb 3’ mRNA, 355 
showed higher coverage than the ~8kb 5’ mRNA encoding the non-structural polyprotein, 356 
which has been observed for other members of the alphavirus genus (Carrasco et al., 2018).  357 
While we discovered evidence for within-subtype intrahost variation of SAV in wild fish, our 358 
data was unsuitable to phase complete viral genomes for closely related strains. This is due to 359 
the use of short-read sequence data, which allows high confidence SNV calling, but makes it 360 
challenging to link SNVs separated by distances greater than the sequenced fragment length 361 
(192bp average in our study), even when using software dedicated to this problem (data not 362 
shown). Hence, future studies of within-subtype SAV diversity will benefit from longer 363 
sequence information, which could be generated using the same capture strategy and larger 364 
fragment sizes. However, even better results are envisaged by adopting third-generation long-365 
read sequencing tools (e.g. Oxford Nanopore and Pacific Biosciences) (Posada-Cespedes et al., 366 
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2017) and/or linked-read sequencing (Russell et al., 2018), which represent promising tools for 367 
ongoing genomic investigations into aquaculture pathogens. 368 
Previous work has characterised the presence of distinct SAV subtypes in proximal 369 
geographical locations around Ireland and Scotland (Graham et al., 2012). Interestingly, the 370 
industry (https://www.fishfarmingexpert.com/article/msd-survey-vaccination-significantly-371 
reducing-pd-positive-results/) has noted that different SAV subtypes have affected individual 372 
Scottish salmon farms in subsequent years, consistent with co-circulation of distinct viral 373 
lineages on small spatial scales. Our results are consistent with such non-published reports, as 374 
all SAV subtypes detected were previously detected in the same regions (Fig. 1) and 375 
demonstrate the presence of multiple SAV strains and subtypes on single farms.  376 
From a practical perspective, it will be important to document the conditions under which 377 
complex SAV infections arise, are maintained, and impact pathological outcomes. High-378 
throughput sequencing of pooled samples can accurately identify SAV strains and subtypes 379 
present on an individual fish farm; however it does not allow for the characterisation of SAV 380 
co-infections and subsequent association between genetic diversity levels (or the presence of 381 
individual pathogenic strains) and disease prognosis at the scale of individual fish. 382 
Additionally, if Sanger sequencing is used alone for identification of viral genotypes present at 383 
the farm level from pooled material, even more information is lost. This is demonstrated by the 384 
fact that all Scottish samples tested had the dominant SAV strain correctly genotyped, but 385 
missed the secondary strains present in the pooled samples. This is of importance in countries 386 
or regions that regulate the salmon industry based on SAV strain presence, such as Norway. 387 
Determining the spread and transmission of particularly virulent strains, or even identifying 388 
the presence of these virulent strains at low frequencies is challenging, if not impossible using 389 
Sanger sequencing approaches. It is now well-established that the implications of co-infections 390 
for disease progression can be highly varied, and may range from detrimental to beneficial 391 
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(McArdle et al., 2018). In this respect, a priority will be to determine whether higher SAV 392 
diversity (either intrahost or co-circulating in a salmon cage) is associated with different disease 393 
progression or alteration in mortality rates. Such analyses would be most powerful if done 394 
using high coverage genome-wide sequencing of samples from individual fish. 395 
While pooling samples may be appropriate for routine statutory disease surveillance (OIE, 396 
2017), care needs to be taken to ensure that the sensitivity of detection assays is sufficient for 397 
detection of viral nucleic acid even when present in lower titres and/or few individuals in the 398 
pool (Hall, 2013). Additionally, sampling at the individual level is required for epidemiological 399 
studies investigating the origin or relatedness of disease outbreaks where a lack of accurate 400 
sequence data can infer incorrect transmission patterns and population dynamics.  401 
Finally, several PD vaccines, with varying efficiencies, are available on the market (Karlsen et 402 
al., 2012; Xu et al., 2012). While it is yet to be established whether SAV intrahost variation (or 403 
subtype co-circulation on the same farm) impacts the efficacy of PD vaccination, this is an 404 
important line of investigation considering previous work, which showed that virulence can 405 
vary in multiple-genotype infections compared to single infections (Bose et al., 2016; Lancaster 406 
and Pfeiffer, 2012). 407 
In conclusion, we have demonstrated an unbiased approach to enrich viral RNA in infected 408 
fish tissues and used it to define previously unrecognized diversity in a viral pathogen 409 
responsible for significant commercial losses and welfare issues in salmonid aquaculture. A 410 
more thorough definition of the genetic diversity characterising viral infections in aquaculture, 411 
especially the associated implications for pathogenicity and disease outcomes, along with a 412 
suitable sampling strategy, will be essential in the ongoing battle against viral diseases 413 
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Figure legends 426 
Figure 1. Geographic distribution of SAV in Scotland and Ireland. Regions previously 427 
characterised with the presence of multiple SAV subtypes are indicated with boxes. Pie charts 428 
represent isolates characterised in this study with the estimated proportion of co-circulating 429 
strains shown by colour. 430 
 431 
Figure 2. Bayesian phylogeny showing evidence for two SAV subtypes within single samples 432 
used in our study. The tree was built from a 3,935 bp nucleotide alignment of the SAV 433 
structural polyprotein (ORF2). The analysis was performed in BEAST2 using the best fit 434 
nucleotide substitution model (GTR+G), a relaxed molecular clock model, and a coalescent 435 
constant population model. Statistical support for key nodes is indicated by posterior 436 
probability values. Consensus sequences from single fish samples have red font titles, while 437 
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sequences from pooled fish samples have black font titles. Arrows joining branches indicate 438 
subtype-level co-infections within a single fish. Samples with grey font titles were downloaded 439 
from NCBI GenBank. 440 
Figure 3. Bayesian phylogenetic analysis of a 311 bp fragment of the SAV E3/E2 genes to 441 
identify the relationship of manually-phased haplotypes in six SAV1 samples. Strains are 442 
labelled by isolate with letter-based identifiers (e.g. 415a, 415b) indicating multiple strains per 443 
isolate. Example co-infections in single-individual samples are indicated by blue arrows, while 444 
strains from pooled samples are shown by red arrows. The analysis was performed in BEAST2 445 
using the best-fit nucleotide substitution model (TN93+G), a relaxed clock model and a 446 
coalescent constant population tree prior. Statistical support for key nodes is indicated with 447 
posterior probability values. 448 
Figure 4. SNV landscape of all samples including secondary strains (n=31) with position of 449 
SNV representing genomic location. Synonymous and nonsynonymous SNVs are coloured 450 
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IRE/F3/12* 2012 Celtic Sea Plaice Wild Individual 
IRE/F6/11* 2011 Dublin Bay Dab Wild Individual 
IRE/F7/11* 2011 Dublin Bay Dab Wild Individual 
IRE/F10/12* 2012 Celtic Sea Plaice Wild Individual 
IRE/F38/11* 2011 Dublin Bay Dab Wild Individual 
SCO/G399/09 2009 Argyll R. trout Farmed Pooled (5x) 
SCO/G407/09 2009 Shetland  A. salmon Farmed Pooled (5x) 
SCO/G415/09 2009 Argyll A. salmon Farmed Pooled (5x) 
SCO/G424/09 2009 Shetland  A. salmon Farmed Pooled (5x) 
SCO/G521/10 2010 Shetland  A. salmon Farmed Pooled (5x) 
SCO/G524/07 2007 Central R. trout Farmed Pooled (5x) 
SCO/G572/09 2009 East Coast Dab Wild Pooled (5x) 
SCO/G573/09 2009 East Coast Dab Wild Pooled (5x) 
SCO/G576/07 2007 South Uist A. salmon Farmed Pooled (5x) 
SCO/G582/07 2007 Argyll & Bute R. trout Farmed Pooled (5x) 
SCO/G583/10 2010 East Coast Dab Wild Pooled (5x) 
SCO/G865/15 2015 Argyll & Bute A. salmon Farmed Pooled (5x) 
SCO/G923/15 2015 Shetland  A. salmon Farmed Pooled (5x) 
 
Samples obtained from Marine Institute Ireland are indicated with *, all other samples 
were obtained from Marine Science Scotland. 
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Table 2. Summary of genome-wide SAV data following sequence capture and Illumina sequencing 675 























SCO/G865/15 Atlantic salmon 23.5 39,697,464 91.39 4.63 SAV1 100% [15,126x]   
SCO/G415/09 Atlantic salmon 31.8 9,988,198 45.13 16.22 SAV1 100% [75x]  84% [3x] 
SCO/G521/10 Atlantic salmon 34.2 9,548,438 50.65 14.45 SAV1 74% [5x] 46% [3x]  
SCO/G424/09 Atlantic salmon 33.9 9,053,958 17.97 22.80 SAV2 77% [5x] 97% [13x]  
SCO/G407/09 Atlantic salmon 32.2 7,760,266 41.90 32.15 SAV2 100% [27x] 100% [107x]  
SCO/G582/07 Rainbow trout 29.6 5,640,002 9.16 55.24 SAV2 91% [52x] 100% [513x]  
SCO/G399/09 Rainbow trout 31.7 4,657,156 16.87 40.78 SAV2 73% [2x] 100% [191x]  
IRE/F7/11 Common dab 30 167,848 6.40 NA SAV1 94% [24x]  54% [1x] 
IRE/F6/11 Common dab 32.7 209,960 6.60 NA SAV1 88% [30x]  72% [2x] 
IRE/F38/11 Common dab 33.2 3,506,568 19.70 NA SAV1 96% [422x]   
SCO/G573/09 Common dab 32.9 5,156,948 24.70 NA SAV2 86% [4x] 100% [18x]  
SCO/G572/09 Common dab 32.4 5,198,444 48.70 NA SAV2 87% [7x] 98% [15x]  
SCO/G583/10 Common dab 32.7 7,723,112 18.00 NA SAV5 74% [3x]  100% [47x] 
IRE/F3/12 European plaice 32 3,607,684 13.60 NA SAV1 100% [314x]   
IRE/F10/12 European plaice 23.8 13,304,474 76.90 NA SAV1 100% [4,864x]   
SCO/G524/07 Rainbow trout 31.1 3,939,136 4.10 28.86 SAV2 58% [40x] 100% [101x]  
SCO/G576/07 Atlantic salmon 31.9 4,404,064 2.90 31.94 SAV1 99% [89x]   
SCO/G923/15 Atlantic salmon 33.9 3,351,272 9.35 43.92 SAV5 47% [1.5x]   54% [5x] 
 
Relative viral load estimated using highly conserved primers in the capsid gene. Only reads with a cut-off q-score of 30 were used. All samples were subtyped using 




Table 3. Genome-wide SAV genetic diversity present within SAV subtypes 
Sample Species Subtype # SNVs 
% Genome 
Variable 
% of SNVs non-
synonymous 
IRE/F3/12 European plaice SAV1 78 0.66% 24.36% 
IRE/F10/12 European plaice SAV1 3 0.03% 66.67% 
IRE/F38/11 Common dab SAV1 26 0.22% 38.46% 
SCO/G407/09 Atlantic salmon SAV1 44 0.37% 72.73% 
SCO/G415/09 Atlantic salmon SAV1 46 0.39% 41.30% 
SCO/G576/07 Atlantic salmon SAV1 90 0.76% 73.33% 
SCO/G865/15 Atlantic salmon SAV1 7 0.06% 0.00% 
SCO/G399/09 Rainbow trout SAV2 5 0.04% 60.00% 
SCO/G407/09 Atlantic salmon SAV2 19 0.16% 78.95% 
SCO/G424/09 Atlantic salmon SAV2 4 0.03% 50.00% 
SCO/G524/07 Rainbow trout SAV2 17 0.14% 82.35% 
SCO/G572/09 Common dab SAV2 11 0.09% 72.73% 
SCO/G573/09 Common dab SAV2 5 0.04% 60.00% 
SCO/G582/07 Rainbow trout SAV2 1 0.01% 100.00% 
SCO/G583/10 Common dab SAV5 8 0.07% 87.50% 
 
SNVs called only for consensus SAV sequence for which >95% of total genome length recovered. 































































Genome-wide target enriched viral sequencing reveals extensive ‘hidden’ salmonid alphavirus 
diversity in farmed and wild fish populations 
 
Michael D. Gallagher, Iveta Matejusova, Neil M. Ruane, Daniel J. Macqueen 
Contains: 











































Fig. S1. Coverage plots of representative isolates showing an increase in coverage over the structural 





Fig. S2. SNV landscape of all samples including secondary strains (n=31) with position of SNV representing genomic location. SNVs are coloured by 
identity to other variants identified in this study. Variants coloured black are novel and unique to that sample, red variants represent SNVs found in other 









Fig. S4. Visualisation of haplotype-level reconstruction of the viral population within an infected sample. Haplotypes 2a, 2b and 2c are all more closely 
related to each other than they are to haplotype 1, indicating the presence of a coinfection of two viral strains (strain 1 and strain 2) and the subsequent intra-
host diversification of one of these stains (strain 2)
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Dataset S1. Genomic sequences of the dominant and minor subtypes in each isolate. Sequences are 
labelled in the following format:  
‘Dominance’_‘CountryofOrigin’/‘IsolateNumber”/‘YearofIsolation’_‘Subtype’ 
 
>Minor_IRE/F6/11_SAV5 
CTACCATTTACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAG
CCGTTCGTGTTCCACACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGG
AGCGACTCGGCGGTGCTGGCAGCTAAAAACCTATTCCATCAAATGGAGATTCCGTTTCCG
TGACAGGCCACTGGTACCGTCTGGAGAAATCCATTACTCGGTGGGTAGCACCCACTACGT
TGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACC
CAACAAGTATACATGCCGTTGCGATACGGTAGTAAGCTGTGGCGAACGTCAACTCCATG
GATAACTCGCTGATTCCCGTATTCGCTCGCGCATTGTGCAGCTGGGCAGACGAAGTTCGG
CGGGACATGGAGGACGAACAAGACATGTACGGTATCACGTCCGTCACCACATGGATCTG
CATCTGCAGAGCGTACGACAAACGCCAGCAGCATACCTTTTACAGGCCGCCAACCCTAG
TTACATCGCAGACGTGCTGAGCCAAGACGACGACGAGGAAGCCAGCGACGGAATGTCTG
ATGTAGACCTCGGCGAAGAAGATGGGGCGGGTGCCACCATCATTGACTGTCAAAGAGGC
ACCGTGAAAGTGGTCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTACTGTC
CCCGGTGACCGTGTTGCGCACCAGGAAACTGGCCATAACCACGAGATTAGTGACCGCGT
TTTGCGGAAGAACATCTCCCGCCGTTGCACTCACACGCTCACGGCCATCGTTTCAAACCT
CAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCGGTACTAATTGACA
CTACCGGATCCACCAAGCCTGACAAGGAAGCCAGGGTCTGACCCGCGAAAAGGTGTACG
CCGTTCGCTGTCGTGTTACGACGAACCCACTCTATGAGCCGACCTCTGAGCACATTACTG
TCCTTTTGACGCGCACCAACGACGAAGGAGGATTGGGAGGATGAACACAACGGTATCCT
GGCGGCCCTCAGAGAAGCGTGTGTCCCACGGATGAACTTCGCGCATGGGAAGCGTAACA
CCTGTTGGGCAGTTACAAGCAGCCGGGTGCTGCATGAGGCAGGCGTCCAGATAACGCCG
GAGGACTACAACCGTATCTTTCCGGCGTTCCGAGTGGACAAGCCGCATTCGGCTCTGGCA
GCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGT
GGAAAGGCAGCTTCATGCGGCTGGAGCAGAGGGTATGAGTACGGCCTCAACCTGGACGC
ACTGGAAGGCTACGAGATTGCCAACCCACGCATGATTAAAGCGCTTAAACAACGGCGCG
GGCGCGAGTGTTACGACATCGAAACGGGGAAGCCCCGGGAGGCGTGACTGACTACTGCG
TGAAGAAGGGAAAAACCGTCACGTGCGTCTCCGAGCAGTGGGATACCAAGCCGAGAGG
CGCTGTGGTCGTTACGGCAGATATTAACGGCCCACTTAACAACCTAGGCATCTTCGACCT
GGTGTTTTGTGATGCAGCCGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACC
ACGCCGTGCTGTTCACATCAGCATGTAAACATGGGGTGGAGCGCACAGCCAGGGGCGGA
GTCTTCATTGTGAAGGCGTATGGGATGGCGGACCGCCGAACAGAGAGGGCAGTGGAATG
TACAGCGAGGTACTTCAAGTCTGTCTCGGTCGAAAAACCCGTCTCCTCGTTTTCTTCAAGT
TCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACACTTGGGCCCTCAACTGACCG
ACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGTAGTGTTGCTGAC
AAGGTGAAGGTGGCAGAGATACTTAACTCAATGGTAGGAGCCGCACCGGGGTACAGAGT
CCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTCCTGGTTAATGCCGCCAACAGTA
ACGGCAGACCCGGTGACGGTGTGTGTGGTGCGCTCTATGGCGCGTTTGGGGACGCATTCC
CCAACGGTGCAATCGGTGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTACCATC
ATACACGCAGCAGGGGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGCGGCAGCT
AAGAGCAGCATACCGCGCGGCGGCTAACCTAGTCACGGCCAACGGCATCACCAGCGCCG
CCATCCCCTTGCTGAGTACACACATCTTCTCCAATGGTCGGAACAGGCTGGAACAGTCGT
TTGGTGCATTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGCCTGG
CCAGTGGGCAACACCTCGTTGACGTCCTAAAGAGCTGCCCGGTCGACGACATACCCGTA
GGCAGACCGCCTTCTAGCCTGCCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTC
41 
 
ACAGTGCTGAAGCAAAGACCGCAGGAAGGTTTCGTGGTATGCAGCGCATTTAAACTGCC
TCTCACCAACATCCAGGACGTCACCAAGGTGGAGTGCACGGTGAAAGCACCCGCAGAGG
AACCTAGACCGGTCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTAC
GGAATCACGCAGTTCTCGCACGGGCTCGCAGTCCAGCGTCACTTCATCAGCGGGATCCGT
ACTGCCGGCGCCCCGAAGGGCGCCAGTTGTGCCGGCGACATCGTCGACGGGCAGCGTCC
ATAGTCGCAGCGTGCGTAGCGCCCCTGCTATTTTGAGGGCCGCCAGCGCGGGTGCCAGA
AGCGTGCGCAGCGGGGCACAGAGTGGGCGCCTTCAGCGTCGCTGGCTCGGTGAGACAGC
CCAGCGGGCCGCCTAGTAGCGTGAGCACGCCCGCCGCGACCAGAGGGCTGACACGGGAC
CAGTTTGACGTCGTAAGAGCTAGGGCCCGTAGGAACTTGGAACCGGAGGGGTCGGAGCA
CGGCAGCCAAGCCAGCTTCCGCTCCGGCTCGCTGACGGTGGGGAGCTCTGCTAGTAGCTA
CAGCCAACGTTCCGATGATCAGGACACGGGCACCGAACCCTCAAGCCGCGGCGCTGCCG
TGAGAACACGGCGCAGAGGGCAACGGGACGGTCTCGGAGGGTACATATTCTCTTCTGAC
CAAGGTACAGCTCATCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTGTT
GATGAGAACGTCAGTACTGCCGAGTAACGATCACGGCACACCAGATCTGCCTGCAGAAA
TGAGGAAGAGATTGGCGTACCAGATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTG
TCTGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCTGG
GCACTACCTGAGAGAGCAGCATATCACGGATAAGTACGATGCTTACCTGGACATGGTAG
ATGGGCTCAATTGCAATCTCGACACCGTGACGTTTGATCCTGCTAAGGTGCGTTCCCTGC
CGAAGAAATCAGAGTACAACCAGCCGCTCATACAGTCCCAAGTGCCCGGACCTATGACA
TCTACTCTGCAAAGCATCCTCATGGCCGCCACTAAACGCAACTGCAACGTCACGCAGATG
AGAGAGCTCCCGACCTTGGATTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCC
TGCAAGGACACCGACCTGTGGACTGAGTTTGCGGAAAAACCCGTAAGGCTGTCGCCCGG
CCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCA
GAGTCGAAGCCGTATGCCCTGACCTTTCGGAAGTGGCTATGGACAGGTTCACACTGGAC
ATGATACGCGACGTCAAAGTGACGCCAGGCACGAAACACGTAGAGGAGAGACCTAAGC
AAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCACAGAGAG
CTGGTCCGAAGGCTGAAGGCCGTCCTAAAACCGTCCATACATGTGTTGTTCGACATGAGT
TCCGAGGACTTTGATGCTATCGTGGGCCACGGGATGAAGTTGGGTGACAAGGTGCTGGA
AACGGACATCTCCTCATTCGACAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGCTGA
TGCTGCTGGAAGACTTGGGAGTAGAAGAAGACCTCTTGACCCTAATTGAGGCGTCCTTCG
GCGACATCACTTCTGTCCACTTGCCTACAGGCACCAGATTCCAGTTTGGATCGATGATGA
AGTCTGGACTTTTCCTGACGTTGTTCGTGAACACACTGCTTAACATCACCATAGCTGCCC
GAGTTTTACGGGAGCAGTTGGCCGGCACCAGATGTGCCGCGTTTATCGGTGACGACAAC
GTAATAACCGGAGTAGTGTCCGACGACATGATGGTGGCGAACGATCCAGAAACGGACGT
GGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATCCAG
TGGCCACTGCAGGTGGCCGCCGCCACACGCTACGGCGTGAACCATTTGCCGTTGGCCACA
ATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACTTGGGCGCGCGAGGGGAGTA
CGTATCCCTCTACGCCTAACCTTAATATTTTCTGCATCATACTTTCAACCAACCATGTTTC
CCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTCGCACCGGGTTCCC
GAGGACAAGTACAGCCGTACCGGCCGCGCACAAAGCGCCGCCAGGAGCCGCAAGTCGG
CAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCGGGTAGCTGG
ACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGACCAAGACGTGTTCAGAAAAACAAGC
AGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAA
AACAACAGGAGAAGAAGGGAGGCGGAGGTGAAAAAATCAAGAAGCCTAGGAACCGACC
CGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACC
ACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGCTCTCGCGTGTTCAAGCCAGCGC
ACGTGAAGGGTAAGATCGACCACCCCGAACTGGCAGACATCAAGTTCCAGGTCGCCGAG
GACATGGACCTCGAAGCAGCCGCGTACCCGAAGAGTATGCGAGATCAAGCGGCTGAACC
AGCAACCATGATGGACGGAGTGTACAATTGGGAGTATGGCACTATCAGAGTGGAGGACA
ATGTCATAATCGACGCAAGCGGTAGAGGCAAGCCGGGTGACAGCGGCAGGGCCATCACC
GACAACTCAGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCAC
42 
 
ACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGAGAGATCGCCTATACTG
TTGCTGCCTATGGTCATTGCCTGCACCTACAATTCTAACACCTTCGATTGCTCCAAACCGT
CCTGCCAGGACTGCTGCATTACTGCTGAACCAAAGAAGGCCATGACCATGCTCAAGGAC
AACCTGAACGATCCGAACTACTGGGACCTACTCATTGCTGTCACCACCTGCGGCTCCGCT
CGGAGAAAGAGGACTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCC
GCCCAGGGCGAAACCTCTTTGCGATACCTGGGAAGGGACGGGAAGGTTCATGCCGCGGA
TGACACGCGGCTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCTACTGGCC
ACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTCACCGTTGCGGCCACACTGGAC
GGTACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAG
AGAACGCAGCAAGGGCCACCATCTGTCCGACCTGACCAAGAAATGTACCAGATTTTCTA
CTACTCCAAAAAAGTCCGCCCTATACCTCGTTGACGTGTACGACGCTCTGCCGATTTCTG
TAGAGATTAGCACCGTCGTAACATGCAACGATAGCCAGTGCACAGTGAGGGTGCCACCC
GGCACCACAGTGAAATTCGACAAAAAATGCAAGAGCGCTGCCTCGGCGACCGTCACTTT
CACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCTGCCAGTATCA
CCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGTGGAGGCAAGGAAGTGAAA
GCAAGGATCCCGTTCCCGTTCCCGCCGGAAACTGCAACTTGCAGAGTGAGTGTCGCCCCA
CTGCCGTCGATCACCTACGAGGAAAGCGATGTCCTGCTGGCTGGTACCGCAAAATACCCT
GTGCTGCTAACCACACGGAACCTCGGGTTCCACAGCAATGCCACATCCGAATGGATCCA
GGGTAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAATGTGGGGAA
ACAACGAGCCGATGTACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGACGCGT
ACCCCTGGGAACTTCTGGTACACCACACCAAGCACCACCCAGAGTACGCGTGGGCGTTT
GTAGGAGTTGCATGTGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCATGCAAC
AGGGTGCGGTATTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCACTGACTTCA
CTGACTGCAGCATTGTGCTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGGACATC
ATCGCCTACTTGTGGACTAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGCCCGTG
GCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGTCTTTTT
TAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAG
AGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAAGCAGT
GATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACCGTCAT
CTCACCAACTACGGCTCTGGAATACTGGACCTGTGCGGGAGTCCCTATCGTCGAGCCGCC
CCATGCTGATGTGCACTGCGATGTGCACACAAACGTGTACCCCTTGCTGTGGGGTGCGGC
TCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGA
GTTCTGTGCCCAGGACTCGGAGCGTGCCGAAGCGTTCAGTGTTCACAGCAGCTCAGTCAC
CGCCGAGGTCCTGGTGACGCTTGGTGATGTGGTGACGGCAGTCCACGTTTACGTGGACGG
GGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGGCCCGATAACAACCGACT
ACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGC
CTCCTTACGGGGCCGGTCGACCTGGCACATTCGGAGACATTCAAGCTAGGTCAACCGGA
ATTGAAGTACTGCAGCCGACTAACGATCACGTGCACGTGGCTTACACGTACACGACCTCT
GGGCTATTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCGCCGCACGG
TTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGACTGTGGGGTTGGTGCCGTCCCCAT
GTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAATTAAAGGATCCGAAACCATCGG
CCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACG
ATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGT
TCCCCTGAGAACATCGGTGGTTGAAGTAGTTGCTGGCGCCAACACCGTCAAAACGACCTT
CTCCTCACCCACGCCCGAGGTCGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTG
CGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCACAGCCAGGCCTCGCCATGGCA
GCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGTGGGATTGTAGGG
ACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCACCTACTGCGTGGTGAAGAAGTGCCGCT
CCAAAAGAATCCGGATAGTCAAGAGCTA 
>Minor_IRE/F7/11_SAV5 
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AGGCCACTGGTACCGTCTGGAGAAATCCATTACTCGGTGGGTAGCACCCACTACGTTGAG
GACCGAGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAAC
AAGTATACATGCCGTTGCGATACGGTAGTAAGCTGTGGCGGCTACGTCGTAAAGAAGAT
CACGATCTGCGAGGGCATTGTCGGTAGCCCCGCGAAGGAGGAACTGGCCACCTCGTATC
ACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTATCA
TTCCCAGTGGTGACCTACATCCCTGCCGTGGGGGAATACCTAGTACTGTCCCCGGTGACC
GTGTTGCGCACCAGGAAACTGGCCATTTTGCTCGGACCACTCGCGGAAGAAGTGATGCA
GTATGTCCATAAGGGCCGGAACGTTTACGAACTGTCCTCCAAGCAATGCGTCAAAAAAG
AAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTT
GCCTACGAGGCACTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACACATCAAGC
GGTGCGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGTTGACTCGCTGCTCT
ACGGTGCATACCGAGGAGCGGTCAGTACGCTGTACGTTGACGAGGCTTACGCCTGTCACT
CGGGCACTCTGCTCGCCTTGGTGTGAACCAGCTCCAAATGCGGATGCATTATAACCACGA
GATTAGTGACCGCGTTTTGCGGAAGAACATCTCCCGCCGTTGCACTCACACGCTCACGGC
CATCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAAC
CGGTACTAATTGACACTACCGGATCCACCAAGCCTGACAAGGAAGCGTTGGTGCTGACG
TGCTTCCGCGGGTGGGTTACTGGAGCAACTCCAACAGAGGGTATGAGTACGGCCTCAAC
CTGGACGCACTGGAAGGCTACGAGATTGCCAACCCACGCATGATTAAAGCGCTTAAACA
ACGGCGCGGGCGCGAGTGTTACGACATCGAAACGGGGAAGTTGGTGCCTATGGACCCTT
TGTGATGCAGCCGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGT
GCTGTTCACATCAGCATGTAAACATGGGGTGGAGCGCACAGCCAGGGGCGGAGTCTTCA
TTGTGAAGGCGTATGGGATGGCGGACCGCCGAACAGAGAGGGCAGTGGAATGTACAGC
GAGGTACTTCAAGTCTGTCTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGA
AGTTTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACACTTGGG
CCCTCAACTGACCGACAATCCCCTTGCTGAGTACACACATCTTCTCCAATGGTCGGAACA
GGCTGGAACAGTCGTTTGGTGCATTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTC
ACCATCTACTGCCTGGCCAACAACATGGCTGCGAGGATCCAGCAACTGATTGACGACCA
CGCTCGCGAAGAGTTTGACGAGGATGCAGCGCATTTAAACTGCCTCTCACCAACATCCAG
GACGTCACAAAGGTGGAGTGCACGGTGAAAGCACCCGCAGAGGAACCTAGACCGGTGC
GCTATCTGCAGGAGAGGCGCCCAGTGCAGGCCGCCGTGAGGCAGCCTAGGCCGGTAGCC
GTGGCTGCCAGCGTCGCCGCGAGTCATACAGCCAGTAGGACCAGCACTGCCTCGAGCCG
CCGCACTCCTGCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGA
ATCACGCAGTTCTCGCACGGGCTCGCAGTCCAGCGTCACTTCATCAGCGGGATCCGTACT
GCCGGCGCCCCGAAGGGCGCCAGTTGTGCCGGCGACATCGTCGACGGGCAGCGTCCATA
GTCGCAGCGTGCGTAGCGCCCCTGCTATTTTGAGGGCCGCCAGCGCGGGTGCCAGAAGC
GTGCGCAGCGCCCAACCTGGCCCCGCCGGGCACAGAGTGGGCGCCTTCAGCGTCGCTGG
CTCGGTGAGACAGCCCAGCGGGCCGCCTAGTAGCGTGAGCACGCCCGCCGCGACCAGAG
GGCTGACACGGGACCAGTTTGACGTCGTAAGAGCTAGGGCCCGTAGGCGAAGGTCCATA
ACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCTGGGCACTACCTGAGAGAG
CAGCACGCTCTGCCGCTGTGGAAAAACACCTTTCCTAAGCCCAGGTACTCCGACGCTTGC
GTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAATAAGGTGCGTTCCCT
GCCGAAGAAATCAGAGTACAACCAGCCGCTCATACAGTCCCAAGTGCCCGGACCTATGA
CATCTACTCTGCAAAGCATCCTCATGGCCGCCACTAAACGCAACTGCAACGTCACGCAGA
TGAGAGAGCTCCCGACCTTGGATTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCG
CCTGCAAGGACACCGACCTGTGGACTGAGTTTGCGGAAAAACCCGTAAGGCTGTCGCCC
GGCCAAATCGAAGAGTATGTCACAGAGAGCTGGTCCGAAGGCTGAAGGCCGTCCTAAAA
CCGTCCATACATGTGTTGTTCGACATGAGTTCCGAGGACTTTGATGCTATCGTGGGCCAC
GGGATGAAGTTGGGTGACAAGGTGCTGGAAACGCTGATGCTGCTGGAAGACTTGGGAGT
AGAAGAAGACCTCTTGACCCTAATTGAGGCGTCCTTCGGCGACATCACTTCTGTCCACTT
GCCTACAGGCACCAGATTCCAGTTTGGATCGATGATGACAGATGCCGCGCACTGCGCGA
AGAAGTGGAAAGCTGGTACAGAGTGGGGATCCAGTGGCCACTGCAGGTGGCCGCCGCCA
44 
 
CACGCTACGGCGTGAACCATTTGCCGTTGGCCACAATGGCGATGGCCACGCTCGCCCAG
GACTTGAGATCGTACTTGGGCGCGAGAGGGGAGTACGTATCCCTCTACGCCTAACCTTAA
TATTTTCTGCATCATACTTTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCCTA
TCGCCAGATGGAGCCCATGTTCGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGC
CGCGCACAAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCG
AACCAGATGAGTGCGCTCCAGTTGCGGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGA
CCGCCGTGGACCAAGACGTGTTCAGAAAAACAAGCAGAAGAAGAAGAACTCTTCCAACG
GAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAGGCG
AACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCC
CGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGCTCTCGCGTGTTCAA
GCCAGCGCACGTGAAGGGTAAGATCGACCACAGCCGCGTACCCGAAGAGTATGCGAGAT
CAAGCGGCTGAACCAGCAACGATGATGGACGGAGTGTACAATTGGGAGTATGGCACTAT
CAGAGTGGAGGACAATGTCATAATCGACGCAAGCGGTAGAGGCAAGCCGGGTGACAGC
GGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACC
CGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGAG
AGATCGCCTATAGCGAGGCCATACCTTGGACACGCGCTCCGGCCCTCCTGTTGCTGCCTA
TGGTCATTGCCTGCACCTACAATTCTAACACCTTCGATTGCTCCAAACCGTCCTGCCAGG
ACTGCTGCATTACTGCTGAACCAAAGAAGGCCATGACCATGCTCAAGGACAACCTGAAC
GATCCGAACTACTGGGACCTACTCATTGCTGTCACCACCTGCGGCTCCGCTCGGAGAAAG
AGGACTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCATGCA
GCTGCCTCCCCGTACAGGGCATACTGCCCCGATTGTGACGGAACAGCGTGCATCTCGCCG
ATAGCCATCGACGAGGTGGTGAGCAGTGGCAGCGACCACGTCCTTCGCATACGGGTCGG
CTCTCAATCGGGGGTGACCGCCAAAGGCGGTGCGGCGGGCGAAACCTCTTTGCGATACC
TGGGAAGGGACGGGAAGGTTCATGCCGCGGATAACACGCGGCTCGTGGTGCGCACGACT
GCAAAGTGCGACGTGCTCCGCCCTATACCTCGTTGACGTGTACGACGCTCTGCCGATTTC
TGTAGAGATTAGCACCGTCGTAACATGCAACGATAGCCAGTGCACAGTGAGGGTGCCAC
CCGGCACCACAGTGAAATTCGACAAAAAATGCAAGAGCGCTGCCTCGGCGACCGTCACT
TTCACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCTGCCAGTATC
ACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGTGGAGGCAAGGAAGTGAA
AGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACTGCAACTTGCAGAGTGAGTGTCGCCCC
ACTGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTCGGGTTCCACAGCAAT
GCCACATCCGAATGGATCCAGGGTAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGG
GATCGAGCTAATGTGGGGAAACAACGAGCCGATGTACTTTTGGTCATCCGTCAGGTACG
CATCCGGGGACGCTGACGCGTACCCCTGGGAACTTCTGGTACACCACACCAAGCACCAC
CCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGTGGCCTGCTGGCTATCGCAGCGGCG
CATGCAACAGGGTGCGGTATTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCAC
TGACTTCACTGACTGCAGCATTGTGCTGCATACCAGGGGCTCGCGCGGACCACCCCTACT
TGGACATCATCGCCTACTTGTGGACTATTTACTGGCAAAGCTGGCTCTGATGTGCACTGC
GATGTGCACACAAACGTGTACCCCTTGCTGTGGGGTGCGGCTCACTGCTTCTGTTCCACC
GAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCG
GAGCGTGCCGAAGCGTTCAGTGTTCACAGCAGCTCAGTCACCGCCGAGGTCCTGGTGAC
GCTTGGTGATGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGG
GCACTGACCTCAAGATCGTGGCTGGCCCGATAACAACCGACTACTCCCCATTCGATCGCA
AAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCCGGTC
GACCTGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGAT
CTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGATCACGTGCACGTGGC
TTACACGTACACGACCTCTGGGCTATTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAG
TGTCACAGCGCCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGACTGTGG
GGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAATTAAA
GGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACT
ACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCAT
45 
 
TCCCTGACACCAGGAGTTCCCCTGAGAACATCGGTGGTTGAAGTAGTTGCTGGCGCCAAC
ACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTCGCACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAGC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGTGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCACCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAG 
>Minor_SCO/G399/09_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTAACTGTAGATCAGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGTGTGGAGAGAGGAGATGGACACCTGCCTTCTACCTTCCA
CTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTA
CGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAAC
TGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACC
ACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGA
CCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCA
ACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCG
CTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATG
GAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAG
AGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCA
TATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTA
ACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATC
AGGCCATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTG
ACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGG
CCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAA
GAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCAC
GGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCG
CACCAGGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCC
ACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCT
ACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACC
TACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGC
AAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAAT
ACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTC
CTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAA
AGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTCTTGAAAATAGC
CGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTCAATACGCTGTA
CGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCTGCGGTAAG
ACCGACGGGAAAGGTGGTGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGT
CAAGGATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGG
CCTGACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGA
GCCGACCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAA
GACACTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACT
CCGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAAT
ACCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGTGTCCAGATAACGCC
GGAGGAAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAGTCCTTGACCTTGGA
GCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCG
TCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATATCAAC
GGCCCACTTAACAACCTAGGTATCTTCGACCTAGTGTTTTGTGACGCAGCTGGACCACGA
46 
 
CGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACATCAGCATGTAAA
CACGGGGTGGAGCGCACAGCCAAGGGCGGAGTATTCATTGTGAAGGAAGGTACATCGAG
GTATTTCAGGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGT
CTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCT
CAACTGACCGACATTTACGCCCGTACGAGGAAGGCGCCGCCATCCCCTTGCTGAGTACAC
ACATCTTCTCCAACGGTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGT
TCGACACGACAGAGTGCGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGG
ATCCAGCAACTGATTGACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGGA
AGAGGAAGAGGAACACGAAGCCGACGCAATGAGTGACACGGAGACGCTGTCCAGTTTC
GGCGACGAAACGGTATGGGTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGCAGGAA
GGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACCAAG
GTGGAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCAGGA
GAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCAGTG
TCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCTGCG
CCGGCCGCCGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATT
CTCATCTGATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAA
CGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTG
CCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGA
GTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGC
GAGGTGCCGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTC
CCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAAT
CGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCAC
GGACAAGTACGATGCTTACCTGGACATGGTTGATGCGCTCAATTGCAACCTCGACACCGT
GACGTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCT
CATACAGTCCCAAGTACCCGGACCTATGACATCTACTCTGCAAAGCATCCTCATGGCCGC
CACTAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACCTTGGATTCAGCGG
CAATGAACGTGGAGGCTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAAAA
ACCTGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAA
GGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGCTA
TGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCACTAGTCCGAAGG
CTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGATTTT
GATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTC
CTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGG
ACTTGGGAGTGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCGGCGACATCACTT
CTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGTCCGGACTTT
TTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGG
AGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAATCACCGGA
GTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAA
GATTGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAA
GCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGAT
CCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACA
GAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCAC
CTGCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGG
CGCGCGAGGGGAGTACGTATCCCTTTACGTCTAACCTTAATATTTTCTGCATCATACTTCC
AAACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGT
TTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAG
GAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCA
GTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTG
TTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAA
GAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAA
GACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAGGCGTGCCCGACAGAGC
47 
 
ACCTTCCCCGTGTATCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGC
GTATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAA
GTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAG
ACCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACT
ATCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACA
GTGGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGA
CCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAG
GGAGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCC
TATGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAG
GACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAA
CGACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAA
GAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGC
AGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCC
GATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTG
GTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATAC
CTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGAC
TGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGG
GGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTT
TTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTC
CGACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCT
CGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAA
CGACAGCCAGTGCACAGTGAGGGTGCCACCTGGCACCACAGTGAAATTCGACAAAAAAT
GCAAGAGCGCTGCCTCGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGCG
AGGAGCCGGTCCTAACGGCTGCCACTAACACCCAGGGCAAGCCACACCTCAGATCGGCA
ATGTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGA
AACCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCG
ATGTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTT
TCCATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTC
ACGCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATC
CGTCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACAC
CAAGCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTAT
CGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACAC
GTTCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGG
GGCTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGT
GGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCT
TAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCT
GGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAAT
GGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGA
AGCTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGA
CCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCT
GCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTG
CGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCAC
CGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTC
AGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGA
CGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGG
GGCACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGC
AAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGT
CGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGA
TCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGG
CTTACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCA
GTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTG
48 
 
GGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAA
AGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGAC
TACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCA
TTCCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAA
TACCGTCAAGACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTG
TTCGGCAATAGTGAAGTGCGCTGGTGAGTGCGCTCCACCGAAGGAACATGTGGTCGCAA
CCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGG
GCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGC
GTGGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Minor_SCO/G407/09_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGA
GAGAGGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGA
ACCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATC
TACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGACTCCAT
CAAATGGAGACTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCT
GTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCG
AAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGA
TACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTG
TGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCT
GGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTC
GGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATC
TGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCA
GTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGC
CACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAA
ACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGG
TGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCA
GACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGG
ACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTG
AAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGT
GACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGA
TGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAG
GTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGT
GCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACA
AGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGC
GAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAA
CAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGG
CGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTT
CCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGC
TAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCT
49 
 
TGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTC
AATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATC
GCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATG
TGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCG
GAAGAACATCTCCCGCCGTTGCACTCACACGCTTACGGCCATCGTTTCAAACCTCAACTA
CGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACCAATTGACACCACCG
GATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAG
GATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTG
ACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGGCGAACCCACTCTATGAGCCG
ACCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACA
CTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCT
ACCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTG
TGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCA
GCCGGGTGCTGCATGAGGCGGGTGTCCAGATAACGCCGGAGGACTATAACCGTATCTTT
CCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACT
CTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGG
CTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGA
CGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGC
GCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGG
GTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCAGCC
AAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTT
CAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAG
TCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAA
ACCGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTAC
GGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTAGTGTTTTGTGACGC
AGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCA
CATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAG
GCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATT
TCAGGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCT
TCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAAC
TGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTC
GCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTA
CAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCA
ACAGCAACGGTAGACCCGGTGACGGTGCGTGTGGTGCGCTCTACGGCGCGTTTGGGGAC
GCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGC
TACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGC
GGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACC
AGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAA
CAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTAC
TGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGA
AGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATG
AGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAG
CACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGT
CGGCACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAA
GACCAAGGAAGCCAATGCTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACG
TTCTAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCT
GTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTATTGAAACAAAGACCGCAG
GAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACC
AAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCA
GGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCA
GTGTCGCCGCGAGTCACACAGCCAGCGGGACCAGCACTGCCTCGAGCCGCCGCACACCT
50 
 
GCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAG
TTCTCGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCC
CCGAAGGGCGCCAGCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTG
TGCGCAGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCC
CAATCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACA
GCCCAGTGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGG
ACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAG
CACGGCAGTCAATCTAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGC
TATAGCCAACGCTCCGACGATCAGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGC
CGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTG
ATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTG
TTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGA
AACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACC
TGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCC
GGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCC
CAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAG
CCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGACAAGT
ACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCG
ACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGT
CCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAAC
GTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAAC
GTGGAGGCTTTTAAAAATTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAA
AAACCTGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCC
AAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGC
TATGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGC
ACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCG
TACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCT
ATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGATG
AAGTTGGGTGACAGGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCA
AGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTGGAAGAAGACCTCC
TGACCCTAATTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACCA
GATTTCAGTTTGGATCGATGATGAAGTCCGGACTTTTTCTGACGCTGTTCGTGAACACGC
TGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTG
CCGCGTTTATCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGTG
GCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCAA
CATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAG
CCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATC
CAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAG
AGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCACC
TGCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGC
GCGCGAGGGGAGTACGTATCCCTTTACGTCTAACCTTAATATTTTCTGCATCATACTTCCA
AACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTT
TGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGG
AGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAG
TTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGT
TCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAA
AAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAG
ACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCA
CCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCG
TATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAG
TTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGA
51 
 
CCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTA
TCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGT
GGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACC
CGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGG
AGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTA
TGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGG
ACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAAC
GACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAAG
AGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCA
GCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCG
ATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGG
TTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCT
GGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACT
GCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGG
GCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTT
CGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCG
ACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCG
TTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGACG
ACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGC
AAGAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAG
GAGCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAAT
GTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAA
CCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGAT
GTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTC
CATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCAC
GCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCG
TCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCA
AGCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCG
CAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGT
TCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGG
CTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGG
CCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTA
GGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGG
TCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAG
CTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACC
TGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGC
CCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCG
ATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCG
AGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAG
AGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACG
CTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGG
CACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAA
AGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCG
ACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATC
TGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCT
TACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGT
GTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGG
GTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAG
GATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTA
CGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATT
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CCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAAT
ACCGTCAAGACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAAC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Minor_SCO/G415/09_SAV5 
CATTTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCCGCGGACCAC
CCGGCCCTGAACCAGTTTAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAATAG
GTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTGGATTGA
GCGCGACATCGATGGCCGTCGGGTCATCGTTGCCGATATAGGGAGCGCACCAGCGAGAA
GAATCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAATGCGCTGAA
GACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGT
ATCTGCCTGAACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGTGTACCAGGA
CGTGTACGCAGTTGATGCTCCGTCTACCATTTACGCGCAAGCCGACAAAGGTACGCGAGT
GGTATACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGCAGCTT
CCCGCTATATGACGCCAACTGGAGCGACTCGGCGGTGCTGGCAGCTAAAAACCTGCCAC
TGTGCTACTCAGGGTTGTCGGAGGATTCCATCAAATGGAGATTCCGTTTCCGTGACAGGC
CACTGGTACCGTCTGGAGAAATCCATTACTCGGTGGGTAGCACCCACTACGTTGAGGACC
GAGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGT
ATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACG
ATCTGCGAGGGCACGCGAAGGAGGAACTGGCCACCTCGTATCACCGTGATGGAGTGGTG
GTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTATCATTCCCAGTGGTGACCTAC
ATCCCTGCCGTCATCTGCGACCAGATGACCGCCATGACGGCTTCGCTGATTCCCGTATTC
GCTCGCGCATTGTGCAGCTGGGCAGACGAAGTTCGGCGGGACATGGAGGACGAACAAGA
CATGTACGGTATCACGTCCGTCACCACATGGATCTGCATCTGCAGAGCGTACGACAAACG
CCAGCAGCATACCTTTTACCGTAGGCCTAAGCAGTCCTCGGGCATATACGTGCCTGCCAA
GTTCACAGGGTCGTTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCACTGAAGCA
ACTGTTGCTTAATACGCTCAAACGCGCGATTAAACCTATGGACCAGGCTATCGCAGATGA
GACAGAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAAGAGGGC
AGGCAACAGGCCGCCAACCCTAGTTACATCGCAGACGTGCTGAGCCAAGACGACGACGA
GGAAGCCAGCGACGGAATGTCTGATGTAGACCTGGTCACGGCGTTCGGTGACAACATGA
TGGGGGAATACCTAGTACTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCCATTT
TGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCATAAGGGCCGGACCGGACGT
TACGCCATCGAGAAGAATAACTTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGAC
AGATAACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCAC
ATGCCGCACGCTCGATCAGCTGGCAACAAGAGGACCAGCAAAAAACACTGACGAAGTCT
ATTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCA
AGCAATGCGTCAAAAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAAT
CCGCCTTATCACCAGTCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCT
CGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAAC
AAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTATAACCACGAGATTAGTGAC
CGCGTTTTGCGGAAGAACATCTCCCGCCGTTGCACTCACACGCTCACGGCCATCGTTTCA
AACCATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACATTGCCGAA
CGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCTACCATGGA
GGATTGGGAGGATGAACACAACGGTATCCTGGCGGCCCTCAGAGAAGCGTGTGTCCCAC
GGATGAACTTCGCGCATGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAGCCGGGTG
CTGCATGAGGCAGGCGTCCAGATAACGCCGGAGGACTACAACCGTATCTTTCCGGCGTTC
CGAGAGGACAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACTCTCGTGTGG
GGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCTGATTAAAGCGCTTAAACAAC
53 
 
GGCGCGGGCGCGAGTGTTACGACATCGAAACGGGGAAGTTGGTGCCTATGGACCCTGCC
AGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGCTGGTGGACACTTCTGCTGCG
GCCAATCCAGGCTTCCTGGAAAACAGACTTACAGTTGACAGATGGGACCAAGTGCACAG
CTTCAAGACAAGAGCAGCAGTCAAGTTCGCAGAGCTGACGAAGCGTGTCTCATATAACT
CGGTCCTTGACCTTGGAGCCGCCCCTAACGGCCCACTTAACAACCTAGGCATCTTCGACC
TGGTGTTTTGTGATGCAGCCGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACC
ACGCCGTGCTGTTCACATCAGCATGTAAACATGGGGTGTTCGGTCGAAAAACCCGTCTCC
TCCCGTATAACCAACGTGGAAGTTTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCA
CGTTCCATCGCACACTTGGGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCG
TATAAAATGCTGGCGAGAGGTAGTGTTGCTGACAAGGTGAAGGTGGCAGAGATACTTAA
CTCAATGGTAGGAGCCGCACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCG
AAGAGGAAGTCCTGGTTAATGCCGCCAACAGTAACGGCAGACCCGGTGACGGTGTGTGT
GGTGCGCTCTATGGCGCGTTTGGGGACGCATACACGCAGCAGGGGCTGACTTCAGAGAG
GTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCTAACCT
AGTCACGGCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTC
CAATGGTCGGAACAGGCTGGAACAGTCGTTTGGTGCATTGGTGGAGGCGTTCGACACGA
CAGAGTGCGACGTCACCATCTACTGCCTGGCCAACAACATTCCAGCTTCGGCGACGAAA
CGGTATGGGTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCTTAC
GGCGACCGCAGATCCCTTTTTGTCGGCACAAAGTTCCACCGTGCAGCGGTCGCTATGTCG
TCAATCGAGGCGGCTTGGCCTAAGACCAAGGAAGCCAACGCCAAACTCATTGAGTACAT
ACGTGGGCAACACCTCGTTGACGTCCTAAAGCTGCCCGGTCGACGACATACCCGTAGGC
AGACCGCCTTCTAGCCTGCCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACA
GTGCTGAAGCAAAGACCGCAGGAAGGTTTCGTGGTATGCAGCGTTAAACTGCCTCTCAC
CAACATCCAGGACGTCACCAAGGTGGAGTGCACGGTGAAAGCACCCGCAGACGCACTCC
TGCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCA
GTTCTCGCACGGGCTCGCAGTCCAGCGTCACTTCATCAGCGGGATCCGTACTGCCGGCGC
CCCGAAGGGCGCCAGTTGTGCCGGCGACATCGTCGACGGGCAGCGTCCATAGTCGCAGC
GTGCGTAGCGCCCCTGCTATTTTGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAG
CGCCCAACCTGGCCCCCAGAGTGGGCGCCTTCAGCGTCGCTGGCTCGGTGAGACAGCCC
AGCGGGCCGCCTAGTAGCGTGAGCACGCCCGCCGCGACCAGAGGGCTGACACGGGACCA
GTTTGACGTCGTAAGAGCTAGGGCCCGTAGGAACTTGGAACCGGAGGGGTCGGAGCACG
GCAGCCAAGCCAGCTTCCGCTCCGGCTCGCTGACGGTGGGGAGCTCTGCTAGTAGCTACA
GCCAACGTTCCGATGATCAGGACACGGGCACCGAACCCTCAAGCCGCGGCGCTGCCGTG
AGAACACGGCGCAGAGGGCAACGGGACGGTCTCGGAGGGTACATATTCTCTTCTGACCA
AGGTACAGCTCATCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTGTTGA
TGAGAACGTCAGCGCTGTGGAAAAACACCTTTCCTAAGCCCAGGTACTCCGACGCTTGCG
TGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGC
AACTATCCCACCTTAAGCTCGTTCGGTATCACGGATAAGTACGATGCTTACCTGGACATG
GTAGATGGGCTCAATTGCAATCTCGACACCGTGACGTTTGATCCTGCTAAGGTGCGTTCC
CTGCCGAAGAAATCAGAGTACAACCAGCCGCTCATACAGTCCCAAGTGCCCGGACCTAT
GACATCTACTCTGCAAAGCATCCTCATGGCCGCCACTAAACGCAACTGCAACGTCACGCA
GATGAGAGAGCTCCCGACCTTGGATTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATT
TCGCCTGCAAGGACACCGACCTGTGGACTGAGTTTGCGGAAAAACCCGTAAGGCTGTCG
CCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCA
CAGCAGAGTCGAAGCCGTATGCCCTGACCTTTCGGAAGTGGCTATGGACAGGTTCACACT
GGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAACACGTAGAGGAGAGACCT
AAGGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCAC
AGAGAGCTGGTCCGAAGGCTGAAGGCCGTCCTAACATCACTTCTGTCCACTTGCCTACAG
GCACCAGATTCCAGTTTGGATCGATGATGAAGTCTGGACTTTTCCTGACGTTGTTCGTGA
ACACACTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGTTGGCCGGCACCA
GATGTGCCGCGTTTATCGGTGACGACAACGTAATAACCGGAGTAGTGTCCGACGACATG
54 
 
ATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATCGGCAA
CATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAG
CCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATC
CAGAAAGCTGGTACAGAGTGGGGATCCAGTGGCCACTGCAGGTGGCCGCCGCCACACGC
TACGGCGTGAACCATTTGCCGTTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTG
AGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACTTTCAACCAACCATGTTT
CCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTCGCACCGGGTTCC
CGAGGACAAGTACAGCCGTACCGGCCGCGCACAAAGCGCCGCCAGGAGCCGCAAGTCG
GCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCGGGTAGCTG
GACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGACCAAGACGTGTTCAGAAAAACAAG
CAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAA
AACAACAGGAGAAGAAGGGAGGCGGAGGTGAAAAAATCAAGAAGCCTAGGAACCGACC
CGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACC
ACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGCTCTCGCGTGTTCAAGCCAGCGC
ACGTGAAGGGTAAGATCGACCACCCCGAACTGGCAGACATCAAGTTCCAGGTCGCCGAG
GACATGGACCTCGAAGCAGCCGCGTACCCGAAGAGTATGCGAGATCAAGCGGCTGAACC
AGCAACCATGATGGACGGAGTGTACAATTGGGAGTATGGCACTATCAGAGTGGAGGACA
ATGTCATAATCGACGCAAGCGGTAGAGGCAAGCCGGGTGACAGCGGCAGGGCCATCACC
GACAACTCAGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCAC
ACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGAGAGATCGCCTATAGCG
AGGCCATACCTTGGACACGCGCTCCGGCCCTCCTGTTGCTGCCTATGGTCATTGCCTGCA
CCTACAATTCTAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTG
CTGAACCAAAGAAGGCCATGACCATGCTCAAGGACAACCTGAACGATCCGAACTACTGG
GACCTACTCATTGCTGTCACCACCTGCGGCTCCGCTCGGAGAAAGAGGACTGTGTCTACG
TCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCATGCAGCTGCCTCCCCGTAC
AGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGCATCTCGCCGATAGCCATCGACGA
GGTGGTGAGCAGTGGCAGCGACCACGTCCTTCGCATACGGGTCGGCTCTCAATCGGGAG
TGACCGCCAAAGGCGGTGCGGCGGGCGAAACCTCTTTGCGATACCTGGGAAGGGACGGG
AAGGTTCATGCCGCGGATAACACGCGGCTCGTGGTGCGCACGACTGCAAAGTGCGACGT
GCTGCAGGCTACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTCACCGT
TGCGGCCACACTGGACGGTACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAA
CGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGACCTGACCAAGAAA
TGTACCAGATTTTCTACTACTCCAAAAAAGTCCGCCCTATACCTCGTTGACGTGTACGAC
GCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAACGATAGCCAGTGCACA
GTGAGGGTGCCACCCGGCACCACAGTGAAATTCGACAAAAAATGCAAGAGCGCTGCCTC
GGCGACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAAC
GGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGTGGAG
GCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACTGCAACTTGCAGA
GTGAGTGTCGCCCCACTGCCGTCGATCACCTACGAGGAAAGCGATGTCCTGCTGGCTGGT
ACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTCGGGTTCCACAGCAATGCCAC
ATCCGAATGGATCCAGGGTAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCG
AGCTAATGTGGGGAAACAACGAGCCGATGTACTTTTGGTCATCCGTCAGGTACGCATCCG
GGGACGCTGACGCGTACCCCTGGGAACTTCTGGTACACCACACCAAGCACCACCCAGAG
TACGCGTGGGCGTTTGTAGGAGTTGCATGTGGCCTGCTGGCTATCGCAGCGTGCATGTTT
GCGTGCGCATGCAACAGGGTGCGGTATTCTCTGGTCGCCAACACGTTCAACCCGAACCCA
CCACCACTGACTTCACTGACTGCAGCATTGTGCTGCATACCAGGGGCTCGCGCGGACCAA
CCCTACTTGGACATCATCGCCTACTTGTGGACTAACAGCAAAGTGGCCTTCGGGCTACAA
TTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTG
TGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTAT
GTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCC
GTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAG
55 
 
TGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATACTGGACCTGTGCGGGAGTCC
CTATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTCTC
TACGCTGCACGCGTTTACTGGCAAAGCTGTCTCTGATGTGCACTGCGATGTGCACACAAA
CGTGTACCCCTTGCTGTGGGGTGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGT
CAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCGGAGCGTGCCGAAGC
GTTCAGTGTTCACAGCAGCTCAGTCACCGCCGAGGTCCTGGTGACGCTTGGTGATGTGGT
GACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGA
TCGTGGCTGGCCCGATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCG
GCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCCGGTCGACCTGGCACATTCG
GAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATC
GGAATTGAAGTACTGCAGCCGACTAACGATCACGTGCACGTGGCTTACACGTACACGAC
CTCTGGGCTATTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCGCCGCA
CGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGACTGTGGGGTTGGTGCCGTCCC
CATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAATTAAAGGATCCGAAACCAT
CGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACTACGGGGGCGCCGCC
ACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGG
AGTTCCCCTGAGAACATCGGTGGTTGAAGTAGTTGCTGGCGCCAACACCGTCAAAACGA
CCTTCTCCTCACCCACGCCCGAGGTCGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGA
AGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAGCCAGGCCTCGCCAT
GGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGTGGGATTGT
AGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCACCTACTGCGTGGTGAAGAAGTG
CCG 
>Minor_SCO/G424/09_SAV1 
CTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGAGAGA
GGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGAACCC
GGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAAGTAA
AGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATCTACG
CGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTTC
CACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTCGGC
GGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGACTCCATCAA
ATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTCGGT
GGGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGT
ATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACG
ATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGT
GATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCA
GTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCC
GTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAA
CGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCG
CGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGT
ACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGC
AGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCA
CAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGC
TGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACA
GAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGC
AACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAG
GAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCAC
CATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGA
TGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTC
TGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGC
TATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACC
56 
 
GATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACA
TGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTA
CTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAA
GCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATC
CGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGAC
GTCCACACGATTGGCATCTACGGGGTTTCGCCTTGATCGCTGCGGTAAGACCGACGGGAA
AGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGTGCACCAGCTCCAAATGCGG
ATGCATTACAACCATGAGATTGAAGGTAGAATGGAGACTACGAACCCGTGCAAAAAACC
CGTACTAATTGACACCACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGT
GCTTCCGCGGGTGGGTCAAGGATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTG
CGGCTGCTTCGCAGGGCCTGACCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGA
ACCCACTCTATGAGCCGACCTCTGAGCACATTACTGGAAGGCTATGAGATTGCCAATCCA
CGCATGATTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGG
GAAGTTGGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCA
CGTGTTGGTGGACACTTCTGCAGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCA
AGTTTGCAGAACTGACGGAGCGTGTCTCATATAACTCAGTCCTTGACCTTGGAGTCGCCC
CGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGA
GCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATACTTCTTCAAGTTC
TCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAACTGACCGAC
ATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTCGCTGACAA
GGTGAAAGTGGCAGAGACCAGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAA
CGGTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAG
GGTGCGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTG
ATTGACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGGAAATTC
CATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAAGACCAAGGAAGC
CAATGCTAAACTCATCGAGTATATACGAGAGCAACACCTAGACCGGTGCGCCATCTGCA
GGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCA
GTGTCGCCGCGAGTCACACAGCCAGCAGGACCTTCCGCCGGCGCCCCGAAGGGCGCCAG
CTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTGTGCGCAGCGCCCCT
GCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATCCGGCTCCAC
CGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGTGGGCCGC
CTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGGACCAGTTTGACGCC
GTAAGAGCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAGCAC
AACACCCAGACAAACAACACAACAGAAGTGTTGATGAGAACGTCAGTACTGCCGAGCAA
CGACCACGGCACACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAATGC
GCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACAC
AAGATTGTTCGATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAGCACGCTCT
GCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTT
CGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCA
CCTTAAGCTCGTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGGGC
TCAATTGCAACCTCGACACCGTGTCGTTCGACCCTGCTAAGGTGCGTTCCCTGCGAGGCT
TTTAAAAATTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAAAAACCTGTA
AGGTTGTCGCCAGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAA
TGTGATGCACAGCAGAGTCGACCCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGA
GCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAG
TTCCGAGGATTTTGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGA
AACGGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGA
TGCTGCTGGAGGACTTGGGAGTGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCG
GCGACATCACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGA
AGTCTGGACTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCC
GAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAAC
57 
 
GTAATCACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAA
CATGGAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGG
CTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACG
CCTGATGAAGATGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCC
GCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAG
GTGGCTGCCGCCACACGCTATGGCGTGAACCACCTGCCGCTGGCCACAATGGCGATGGC
CACGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTATCCCTTTA
CGTCTAACCTATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTTGCACC
GGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGC
AAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAG
GTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAA
GAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAAGAAG
AAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGG
AACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCC
CGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAA
GCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGG
TCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCG
GCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGT
GGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGG
GCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGG
CAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCG
CCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTA
TTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCT
GCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAACGACCCG
AACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAAGAGGGCT
GTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCAGCTGCC
TCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCC
ATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCA
ATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAA
GGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACTGCAAAG
TGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAG
CCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTTCGAACA
CCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGACATGA
CCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTTGATG
TGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGACGACAGCC
AGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGCAAGAGC
GCTGACTTGCCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCC
TAACCCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCAAGGAAGT
GAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCGACTTGCAGAGTGAGTGTAG
CCCCACTGCCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACCGCAAAAT
ACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGA
TCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAACATGG
GGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGA
TGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTACGCGTGGG
CGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCAT
GCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGA
CCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGG
ACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGC
CCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGT
CTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCT
GCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAA
58 
 
GCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACC
GTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAG
CCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATG
CGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCT
TGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGG
CAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTAC
ACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTC
CACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGG
ACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGG
TCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTC
AAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAA
GTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTA
CTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAA
GATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCAT
CAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGA
AATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACC
TACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTCCCCCT
GAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCTTCTCCTC
ACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAGTAGTGAAGTGTGCTG
GTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAGCGAC
TCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCT
AGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGC 
>Minor_SCO/G521/10_SAV2 
AATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTCGG
TGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTTCT
ACCTTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGTGATACGGTAGTGAGCTTC
TCAGACACGATCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTC
ATCTGCGACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAA
ACTGCTGGTAGGACTCAACCAGAGGATCGTGGTCAATGGGACCACCGTCCGGAACGTCA
ACTCCATGGATAACTCGCTGATTCCCGTATTCCCTCTCCGCCACGTACCTCAACCTGCCTC
TGAAGCAACTGCTGCTCAACACACTCAAACGTGCGATCAAACCTAGGGATCAGGCCATC
GCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGAGGTGCACGAGCTGACAGAGG
AAGAGGGTAGGCAACAGGCCGCCAACCCTAGGCTCGATCAGCTGGCAACAAGAGGATCT
GCAAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAAGGATGA
ATACGTTTACGAATTGTCCTCCAAGCAATGCGTCAGAAAAGAAGATGCCACACGATTGG
CATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACCACAC
GCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAGGACATCAAGCGATGCGTGTTG
GAGAGACGCGGCTTAAAAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATA
CCGAGGAGCGGTCGACACGCTGTACGCTGACTCGTGAAAAAGTGTACGCCGTTCGTTGTC
GCGTCACGTCGAACCCACTCTACGAGCCGACTTCTGAGCACATCACTGTCCTTTTGACGC
GCACCAACGACGAACTGGTCTGGAAGACACTGCCAAACGATCCGCTGATCCCTATACTCT
CCAAGCCCCCGAAAGGAGATTACTCCGCCACCATGGAGGACTGGGAGGATGAGCACAAC
GGTATCTTGGCGGCTCTCAGAGAAGCATGTGTCCCACGGATGAACTTCGCGCACGGGAA
GCGTAACACCTGTTGGGCAGTTACAAGCAGCCGGGTGCTGCACGAGGCAGGCGTCCTGA
TAACGCCGGAGGACTTCAACCGCATCTTTCCGGCGTTCCGAGAGGACAAACCGCACTCG
GCTTTGGCAGCCTTGGATGCTGTCGCCGCTTTGCCGACATCTATGCTCGCACGAGGAAGG
CGTACAAAATGCTGGCGAGAGGAAGTGTTGCTGACAAGGTGAAAGTGGCAGAGATCCTC
AACTCGATGGTGGGAGCCGCGCCGGGTTACAGAGCGGAGCTGACTTCAGAGAGGTCGAT
GAAGAAACTGGTGCGCGACAGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCAC
TGCTAACGGTATCACCAGCGCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGG
59 
 
TCGAAACAGACTGGAACAGTCCTTCGGCGCATTAGTGGAGGCGTTCGACACGACAGAGT
GCGACGTCACCATCTACTGCCTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATC
GACGATCACGCTCGCGAAGCGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTGTGGGT
GCCCAAACATAGTACTCTGGCCGGAAGACCAGGATACAGTGCCACTTACGGCGACCGCA
GATCTCTTTTTGTCGGCACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAG
CGGCTTGGCCTAGGACCAAAGAAGCCAATGCCAAACTCATTGAGTACATACGAGGGCAA
CACCTCGTTGACGTCCTAAAAAGCTGTCCAGTCAACGACATACCGGTAGGTAGACCGCCT
TCTAGCCTGCTGCGGTTGCGTTTACGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCA
AAGGCCGCAAGAAGGTTTTGTGGTATGCAGTGCATTCAAACTACCGCTCACCAACATCCA
AGATGTCACCAAAGTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGC
GCTACTTGCAAGAGAGGCGCCCAGCCAGTCCGGCTTAACCGGGCACAGAGAGAATGCCG
TTAGCGTCGCCAGCTCGGTAAGACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCC
GCCGCGCCTAGAGGGCTAACACGGGATCAGTTCGGCGCCGTGAGAGCTAGGGCCCGCAG
ACTCCAGATCTGCCTGCAGAGACGAAGAAGAGGCTGGCGTACCAGATGCGCCCCACTCA
AAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCACAACATGAAACACAAGATCGTTC
AATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAACAAAAGCATCCTTATGGC
CGCCACCAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCTACCATGGACTCAG
CGGCAATGAACGTGGAAGCTTTTAAAAAATTCGCCTGTAAAGACACCGATCTGTGGACT
CTAAGGCCAACGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTTTCGGAGGTG
GCTATGGACAGATTCACACTGGACATGAAACGCGACGTTAAAGTGACGCCGGGCACGAA
ACATGTAGAGGAGAGACCTAAGGTTCAAGTGATTCGATGATGAAGTCCGGGCTATTCCT
GACGTTGTTCGTGAATACGTTGCTTAACATCACCATAGCCGCCCGAGTCTTACGGGAGCA
GCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCGACGACAACGTCATAACCGGAGTAG
TGAAGATGGGAAAACCGGCCTTGAACGACCCGGAAACGGATGTGGACAGATGCCGCGC
ACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGG
CCGCCGCTACACGCTATGGCGTGAATCACCTGCCCAGGATCTGAGATCGTACTTGGGCGC
GCGAGGGGAATACGTATCCCTCTACGCCTAACCTAAATATTTTCTGCATCATACTCTCAA
CCAACCATGTTTCCCAAGCAATTCACCAACTCCGCCTATCGCCAGATGGAGCCCATGTTC
GCAAGCGCCGCCAAGAGCCGCAAGTCGGCAACGCTGCTATTGCTGCCCTCGCGAACCAG
ATGAGCGCGCTCCAGCTGCAGGTGGCTGGACTTGCCGGTCAGGCAAGGGTGGACCGTCG
TGGACCGAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAA
AAACCCAAGGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAAGGGAGCGGCACA
CTATCAGAGTGGAGGACAATGTCGTGATCGATGCGAGCGGCAGAGGCAAGCCGGGTGAC
AGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTCGGTATCGTCCTCGGAGGAGG
ACCCGATGGTAGGCGCACACGTCTCTCCGTGTGCCCCGATTGTGACGGAACTGCCTGCAT
CTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCACGTCCTTCGCATCCG
GGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGGGTGAAACCTCTCTGC
GATACCTGGGAAGGGACGGTAAGGTTCACGCCGCGGACAACACGCGGCTCGTGGTGCGC
ACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATTCTGGCCAACTGCCCA
GTGGGGCAGAGTCTTACTGTTGCGGCCACACTGGACGGCACCCGGCATCAATGTACCAC
GGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCAGCAAGGGCCACCACC
TGTCCGATCTGACCAAGAAATTGCGCATGCAACAGGGTGCGGTACTCTCTGCTCGCCAAC
ACGTTCAACCCGAACCCACCACCACTGACCGCACTGACTGCAGCACTGTGCTGCATACCT
GGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTACTTGTGGACCAACAGCAA
AGTGGCCTTTTTTTTAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGT
ACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGT
CGTACGAGGCGGTGATAAACCGGAATGGGTATGACCCCCTGAAGCTGACCATCGCAGTG
AATTTCACTGTCATCTCACCAACTACGGCTCTGGAATACTGGACCTGTGCAGGAGTCCCT
GTCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCAGTGTCCTGCCCCACCGACCTCTCC
ACGCTGCACGCGTTCACCGGCAAAGCCGTCTCCGACGTGCACTGCGATGTGCACACAAA
CGTGTACCCCTTGTTGTGGGGTGCGGCTCACTGCTTTTGTTCCACTGAAAACACGCAGGT
60 
 
CAGCGCTGTGGCCGCCACCGTTTCTGAGTTCTGCGCTCAGGACTCAGAACGCGCCGAGGC
GTTCAGCGTTCACAGCAGCTCAGTCACTGCAGAGATCCTGGTGACGCTTGGTGAAGTGGT
GACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGTACCGACCTCAAGA
TCGTGGCTGGCCCAATAACAACTGACTACTCCCCGTTTGATCGCAAAGTAGTCCGTATCG
GCGAGGAGGTCTATAACTACGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTC
GGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTACGGGGACAT
CGGAATTGAAGTACTGTACGGGTTACTGCGTTGGTTGCAGGACGCTCCGAAACCACTCAG
TGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCGCTCCTGGCCCTCGATTGTGG
GGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAACTAAA
GGATCCGAAACCATCGGCCCTGCCTTCTCCTCACCCACGCCCGAGGTCACACTCGAGGTA
GAGATCTGTTCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCGAAGGAACACGT
AGTCGCAGCCAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTCCGGGCCCGCAA
TGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCATCCTTGCCGTCA
CCTACTGCGTGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAAGAGCTAA 
>Minor_SCO/G524/07_SAV1 
AAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTTACTGTAGATCTGCCCGCGGACC
ACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAAT
AGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACAGCGAGAAGAATCGGGG
CACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAG
AGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCT
CGTCAATGAAAAAATCACTGACTTGAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGG
ATTCCATTAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCC
ACTACTCGGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCAC
CTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTG
GTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTAT
TCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGT
TCTCTGATACGATCAACCACGAACAGGTGTCATAAGGGATCGTGGTCAACGGGACCACC
GTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGC
AGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCAC
GTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTT
CTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCT
GAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATAC
GCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTG
CGCACGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGGAA
GCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACCAT
CATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGATGG
GGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCTGC
TCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCTAT
GCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACCGA
TCACTTCCAGGCCCTTGCCGAAAGCGCTACCTTGACCTACAACGACTACCTGTTCACATG
CCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTACT
ACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAAG
CAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCC
GCCTTATCACCAGTTTGCCTACGACGCGCTCCGTAAAAGGCCGGCTCACACACACGACGT
CCACACGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAACCG
AAGTAACTACACGCGACTTGGTCGCTAGTGGAAAGAAGGAGAATTGTGAAGACATCAAG
CGGTGCGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGTTGACTCACTGCT
CTACGGTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGTCA
CTCGGGCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTG
TGGTGACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTACAACC
61 
 
ATGAGATTAGTGACCGCGTTTTGCGGAAGAACATCTCCCGCCGTTGCAATCATACGCTTA
CTGCCATCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAA
ATGGCATCCTTGGATGCCGTCGCTACTCTCGTGTGGTGCTTGGATACTTCCTCGGGCATTC
TGAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCAACAGG
GGGTACGAGTACGGCCTCAACCTGGACGCACTAAACGGGGAAGTTGGTGCCCCTGGATC
CTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTG
CAGCGGCCAAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTG
CACAGCTTCAAGACAAGAGCAGCACTTCTCCAACGGTCGGAACAGGCTGGAACAGTCGT
TTAGTGCAATGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGCCTCG
CCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGACTTCAGCGT
CGCCGGCTCGGTGAGACAGGCCAGCGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGT
TCAGAGGGCTAACTCGGGACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAAGTTG
GAACTTGAGGGGTCGGAGCACGGAACGACCACGTCACACCAGATCTGCCTGCAGAAACG
AGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTC
CGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCCGGGC
ACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGG
TACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAA
CATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGATAAGTACGA
TGCTTATCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCGACCC
TGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGTCCCA
AGTACCCCGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAACGTAA
CTGCAACGTCAACTCAGCGGCAATGAACGTGGAGGATTTTAAAAGTTTCGCCTGTAAGG
ACACCGACCTGTGGACTGAGTTCGCGGAAAAACCAGTAAGGTTGTCGCCCGGCCAAATC
GAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCAGAGTCGA
AGCCGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGCTGAAACCGTCTATACACGTG
TTGTTAGATATGAGTTCCGAGGATTTTGATGCTATCTTGGGCCATGGGATTAAGTTGGGT
GACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGC
GGTTACAGCGCTGATGCTGCTGAAGGACTTGGGAGTGGAAGAAGACCTCCTGACCCTAA
TTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGT
TTGGATCGATGATGAAGTCCGGACTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACA
TCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTA
TCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGC
GCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCC
TTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGCAACAGGCACTGTAAGCCGAGTGTC
GGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATCCAGAAACGG
ACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGCAGTGGCCACTGCAGG
TGGCTGCCGCCACACGCTATGGCGTGAACCACCTGCCGTTGGCCACAATGGCGATGGCC
ACGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTATCCCTTTAC
GTCTAACCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCATGCAATTCAC
CAACTCAGCCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGACAAGTAC
AGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATT
ACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCA
GGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAG
AACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACAACAGGAGA
AGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGGAAGGAGGT
AAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTA
TATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGTGAAGGGTA
AGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTC
GAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCGACCATGAT
GGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGTCATAATCG
ACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCGGG
62 
 
AAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACGCCTCTCCGT
GATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATGCCATACCTT
GGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTACAATTCCA
ACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGAACCAAAGA
AGGCCATGACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGATCTACTCATT
GCCGTCACCACCTGCGGCTCCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGCCTGCCGCC
GTTTATGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCCGTACAGGGCGTACTGC
CCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAG
CGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGACCGCTAAGG
GTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCACGCC
GCAGACAACACGCGACTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCCAC
TGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACT
GGATGGCACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCA
CCAGAGAACGCAGCAAGGGCCACCATCTGTCCGACATGACCAAGAAATGCACCAGATTT
TCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCTCTGCCGATT
TCTGTAGAGATTAGCACCGTCGTAACATGCGACGACAGCCAGTGCACAGTGAGGGTGCC
ACCTGGTACCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTTGGCAACCGTCA
CTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGCTGCCAGTA
TCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCAAGGAAGTG
AAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTGAGTGTAGC
CCCACTGCCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACCGCAAAAT
ACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGA
TCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAACATGG
GGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGA
TGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTACGCGTGGG
CGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCAT
GCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGA
CCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGG
ACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGC
CCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGT
CTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCT
GCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAA
GCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACC
GTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAG
CCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATG
CGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCT
TGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGG
CAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTAC
ACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTC
CACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGG
ACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGG
TCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTC
AAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAA
GTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTA
CTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAA
GATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCAT
CAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGA
AATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACC
TACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTCCCCCT
GAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCTTCTCCTC
ACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCTG
63 
 
GTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAGCGAC
TCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCT
AGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGC 
>Minor_SCO/G572/09_SAV1 
CCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAG
GCTGGCTTTTTATGCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCG
TCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAA
ACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGT
GTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATCTACGCGCAAGCCGACAAAG
GTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACCGGGTAGCTTC
CCGCTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCCACT
GTGCTACTCAGGGTTGTCGGAGGATTCCATTAAATGGAGATTCCGTTTCCGTGACAAGCC
ACTGGTACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACC
GTGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGT
ATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACG
ATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGT
GATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCA
GTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCC
GTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAA
CGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCG
CGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGT
ACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGC
AGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCA
CAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGC
TGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACA
GAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGC
AACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAG
GAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCAC
CATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGA
TGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTC
TGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGC
TATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACC
GATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACA
TGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTA
CTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAA
GCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATC
CGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGAC
GTCCACACGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAAC
CGAAGTAACTACACGCGACTTGGTCATGAGATTAGTGACCGCGTTTTGCGGAAGAACAT
CTCCCGCCGTTGCACTCATACGCTTACGGCCATCGTTTCAAACCTCAACTACGAAGGTAG
AATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCGGATCCACCA
AGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAGGATCTAAAA
ATCCTCTATCCTCATAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTGACCCGCGAA
AAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGAGCCGACCTCTGAG
CACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACACTGCCAAAC
GACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCTACCATGGAG
GATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTGTGTCCCACG
GATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGC
TGCATGAGGCGGGCGTCCAGATAACGCCGGAGGCGAGAGGATAAGCCGCATTCGGCTCT
GGCAGCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCT
64 
 
GAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCACGCATG
ATTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTT
GGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTT
GGTGGACACTTCTGCAGCGGCCAAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACA
GATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACG
AAGCGTGACTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGA
CTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAATGGGATACTAAGC
CGAGAGGCGCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAGTGTTTTGTGACGCA
GCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCAC
ATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTCGCTGTG
GGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAG
AGGCAGTGTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCG
CACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTC
AACGCCGCCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGC
GTTTGGGGACGCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAG
GACTCGAGGCTACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAA
ACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAA
CGGCATCACCAGCGCCGCCATCCCTTTGCTGAGTACACACATCTTCTCCAACGGTCGGAA
CAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACG
TCATTAGACCGCCTTCTAGCCTACCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGG
TCACAGTATTGAAACAAAGACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTG
CCTCTCACCAACATCCAGGACCAAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGAAC
CTAGACCGGTGCGCCATCTGCAGGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCT
AGGCCGGCAGCCGTGGCTGCCAGTGTCGCCGCGAGTCACACAGCCAGCAGGACCAGCAC
TGCCTCGAGCCGCCGCACACCTGCGCCGGGTTCGGTGCAGGTGCGTTTACTGGCCCAATC
CGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCA
GCGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGGACCAG
TTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCACGG
CAGTCAATCTAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTATAG
CCAACCAGCACAACACCCAGACAAACAACACAACAGAAGTGTTGATGAGAACGTCAGTA
CTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGC
GTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATA
ACATGAAACACAAGATTGTTCAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCG
TGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGT
AATTACCCCACCTTAAGCTCGTTCGGTATCACGGATAAGTACGATGCTTATCTGGACATG
GTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCC
CTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGTCCCAAGTACCCGGACCTAT
GACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGC
AGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAGT
TTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAAAAACCAGTAAGGTTGTC
GCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGC
ACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACA
CTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGAC
CTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCC
ATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCG
ATATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAG
GTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTAC
AGCGCTGATGCTGCTGGAGGACTTGGGAGTAGAAGAAGACCTCCTGACCCTAATTGAGG
CGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATC
GATGATGAAGTCTGGACTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCAT
AGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGA
65 
 
CGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCT
GGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTT
GTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTG
TAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGA
CAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGC
CACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCACCTGCCGTTGGCCACAATG
GCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGT
ATCCCTCTACGTCTAACCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCA
TGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAG
GACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAAC
GCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTT
GCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGA
AGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAAAACA
ACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGG
AAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGA
AGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGT
GAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACA
TGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCG
ACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGT
CATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGAC
AACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACG
CCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATG
CCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTA
CAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCTGA
ACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGACC
TACTCATTGCTGTCACCACCTGCGGCTCCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGC
CTGCCGCCGTTTACGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCCCCATACAGGG
CGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTG
GTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGAC
CGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGG
TTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTG
CAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGC
GGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGG
AGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGACATGACCAAGAAATGC
ACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCT
CTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAACGACAGCCAGTGCACAGTG
AGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTCGGC
AACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGC
TGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCA
AGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTG
AGTGTAGCCCCACTGCCGTCGATCACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACC
GCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCC
GAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCT
AACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGG
ACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTAC
GCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCG
TGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCA
CCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCC
TACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTT
GCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGC
TGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTA
66 
 
CAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTC
GTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGA
ATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCA
TCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTAC
GCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGT
GTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAG
CGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTT
CAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGA
CGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATC
GTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGC
GAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGG
AGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCG
GAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCT
CTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACG
GTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCA
TGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCG
GCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCAC
GATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAG
TCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAAACGACCT
TCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAGTAGTGAAGT
GTGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGC
AGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGG
GACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGCCG
CTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Minor_SCO/G573/09_SAV1 
TACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCC
AGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAAAAAATCAC
TGACTTGAAGGATGTTCTGGAGAACCCGGACACGTCGCTGGAAACCACCAGTATCTGCCT
GAACGACGACGTGAGTTGTAAAGTAAAGGCCGATACCGTTTCCGTGACAAGCCACTGGT
ACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACCGTGACA
AGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTATACAT
GCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGATCTGC
GAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTGATGG
AGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCAGTGGT
GACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCCGTCAA
ATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAACGGGA
CCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGCGCAT
TATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTACGGT
ATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCAGCAT
ACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGG
TCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTT
AATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAGAAGC
ACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAG
GCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGGAAGC
CGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCA
TCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGATGGGG
GAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTC
GGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGC
CATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATC
ACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACATGCC
67 
 
GCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTACTAC
AAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAAGCA
ATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCCGC
CTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCC
ACACGATTGGCATCTACGGGGTGGACGGTTGACTCACTGCTCTACGGTGCATACCGAGG
AGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGC
CTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAG
TCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGC
GTTTTGCGGAAGAACATCTCCCGCCGTTGCACTCACACGCTTACGGCCATCGTTTCAAAC
CTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGA
CACCACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGT
GGGTCCAGGATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGC
AGGGCCTGACCCGCGAAAAGGTGTATGCCGTTCGTTGTGACCCGCTGATCCCTATACTCT
CCAAGCCACCGAAAGGAGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAAC
GGTATCCTGGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAA
GCGTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCCAGATAACGCCGGAGGAC
TATAACCGTATCTTTCCGGCGTCTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTG
GATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAA
GGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTA
CGGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAG
CGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCC
CTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTCTGACGA
CAGATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGA
ATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGA
AGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGC
TGTGGTCGTTACGGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTAGT
GTTTTGTGACGCAGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACG
CCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTC
TTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGCA
CAGCGAGGTATTTCAGGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACG
TGGAAGTCTTCTTTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGT
GTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGG
GTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCG
CCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCGGCGGCTACCCTAGTCA
CGGCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACG
GTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAG
TGCGACGTCACCATCTAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAAT
GAGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACA
GCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTG
TCGGCACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAAGACCGCCTTCTAG
CCTACCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTATTGAAACAAA
GACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCACCGCAGAGGAACCTAGACCGGTG
CGCCATCTGCAGGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGC
CGTGGCTGCCAGTGTCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCC
GCCGCACACCTGCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACG
GAATCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATCCGGCTCCACCGGGCAC
AAAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGTGGGCCGCCTAGTAG
CGCGAGCACACCCGCCGCGATCAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAG
TTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTC
CACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGAT
CGGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGG
68 
 
GCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTGATCAAGGTACGAATGCGCCCC
ACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGAT
TGTTCGATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCT
GTGGAAAAACACCTTCCCTATCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACA
GCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGT
ATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGAC
ACCGTGACGTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCA
GCCGCTTATACAGTCCCAAGTACCCGGAVCTATGACATCCACTCTGCAAAGCATCCTCAT
GGCCGCCACCAAACGTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACT
CAGCGGCAATGAACGTGGAGGCTTTTAAAAGTTTCTCCTGTAAGGACATAAGGTTGTCGC
CCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCAC
AGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACACT
GGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACCT
AAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCAT
AGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGAT
ATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGT
GCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAG
CGCTGATGCTGCTGGAGGACTTGGGAGTGGAAGAAGACCTCCTGACCCTGTCTTTCGGCG
ACATCACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGT
CTGGACTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAG
TTTTACGGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAA
TCACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATG
GAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTC
CTGTTACTCGACACGGTAACAGGCACTGTAACTGAACGATCCAGAAACGGACGTGGACA
GATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCA
CTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCACCTGCCGCTGGCCACAATGGC
GATGACCACGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTAT
CCCTCTACGTCTAACCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCATG
CAATTCACAAACTCAGCCTACCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGA
CAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGC
CGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGC
CGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGAAG
AAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACAAC
AGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGGA
AGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAA
GGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGTG
AAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACAT
GGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCG
ACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGT
CATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGAC
AACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACG
CCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATG
CCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTA
CAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGA
ACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGATC
TACTCATTGCCGTCACCACCTGCGGCACCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGC
CTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCCGTACAGGG
CGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTG
GTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGAC
CGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGG
TTCACGCCGCAGACAACACGCGACTCGTGGTGCGCGCGACTGCAAAGTGCGACGTGCTG
69 
 
CAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGC
GGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGG
AGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGACATGACCAAGAAATGC
ACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCT
CTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGACGACAGCCAGTGCACAGTG
AGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTTGGC
AACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGC
TGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCA
AGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTG
AGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACC
GCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCC
GAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCT
AACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGG
ACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTAC
GCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCG
TGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCA
CCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCC
TACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTT
GCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGC
TGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTA
CAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTC
GTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGA
ATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCA
TCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTAC
GCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGT
GTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAG
CGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTT
CAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGA
CGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATC
GTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGC
GAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGG
AGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCG
GAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCT
CTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACG
GTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCA
TGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCG
GCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCAC
GATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAG
TCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCT
TCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGT
GCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGC
AGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGG
GACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGC 
>Minor_SCO/G582/07_SAV1 
TCGAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAATAGGTCGTCTAACGACCATG
CCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTGGATTGAGCGCGACATCGATGGCC
GTCAGGTCATCGTTGCCGACATAGGGAGCGCACCAGCGAGACCCGATAACGTCACATAC
CACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGG
AAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAAAAAATCACTGA
CTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGA
70 
 
ACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCA
GTCGATGCTCCGTCTACCATCTACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTG
GATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATA
TGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACT
CAGGGTTGTCGGAGGACTCCATCAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTAC
CGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAG
CTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTATACATGC
CGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGA
GGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAG
TGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGA
CCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCCGTCAAAT
ACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACC
ACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTA
TGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTACGGTAT
CACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATA
CCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGT
CGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTA
ATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCA
CTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGG
CCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCC
GGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCAT
CGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGATGGGGG
AATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCG
GACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCC
ATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCA
CTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACATGCCG
CACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTACTACA
AGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAA
TGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCC
TTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCA
CACGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCGTCACAACCGAAG
TAACTACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGG
TGCGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTAC
GGTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCG
GGCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGT
GACCCTAAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCGGAAGAA
CATCTCCCGCCGTTGCACTCATACGCTTACGGCCATCGTTTCAAACCTCAACTACGAAGG
TAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCGGATCCA
CCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAGGATCTA
AAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTGACCCGC
GAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGCCAAACGACCCGCTGATCCCTATA
CTCTCCAAGCCACCGAAAGGAGACTACCCCGCTACCATGGAGGATTGGGAGGATGAACA
CAACGGTATCCTGGCTGCCCTCAGGGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGG
GAAGCGTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGTGTCC
AGATAACGCCGGAGGACTATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATT
CGGCTCTGGCAGCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGG
GCATTCTGAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCC
AACAGGGGGTACGAGTACGGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAA
TCCACGCATGATTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAA
CGGGGAAGTTGGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTG
CCCCACGTGTTGGTGGACACTTCTGCAGCAGCCAAACCAGGCTTCCTGGAAAACAGACTC
71 
 
ACAGTTGACAGATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGC
AGAACTGACGAAGCGTGTAACAACCTAGGCATCTTCGACCTGGTGTTTTGTGACGCAGCC
GGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACATG
CAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAGGCGTACGGAA
TGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATTTCAGTCTCCTC
CCGTATAACCAACGTGGAAGTCTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCACG
TTCCATCGCACATTTGGGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCGTA
TAAAATGCTGGCGAGAGGCAGTGTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAACT
CAATGGTAGGTGCCGCACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCGAA
GAGGAAGTTCTGGTCAACGCCGCCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTGG
TGCGCTCTACGGCGCGTTTGGGGACGCGTTCCCCAACGGTGCAATCGGCGCGGGAAACG
CGGTCCTGGTTCGAGGACTCGAGGCTACCATCATACACGCAGCCGGAGCTGACTTCAGA
GAGGTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCTA
CCCTAGTCACGGCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACCCAA
CGGTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAG
AGTGCGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTG
ATTGACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGACACCTCGTTGACGT
TCTAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCTG
TGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTATTGAAACAAAGACCGCAGG
AAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACCA
AGGTGGAGTGCACTGTGAGAGTACCCGCAGAGGAACCTGGACCGGTGCGCCATCTGCAG
GAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCAG
TGTCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGACGCCGCACACCTG
CGCCGGGTCCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAGT
TCTCGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGGTGCC
AGAAGCGTGCGCAGCGCCCAATCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGT
CGCCGGCTCGGTGAGACAGCCCAGTGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGA
TCAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTG
GAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCACTCCGGCTCGCTGGCGGT
GGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGATCGGGATACGGGCACTGAAC
CCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGA
GGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACA
AACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCAC
ACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAA
AGAACGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAA
GCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTG
CAGCCAACATGTTCAAGCTCGTTCGGTATCACGGACAAGTACGACGCTTACCTGGACATG
GTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCC
CTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACACCCGGACCTATGACATCCACT
CTGCAAAGCATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGCAGATGAGAGA
GCTCCCGACTATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTGTAA
GGACACCGACCTGTGGACTGAGTTCGCGGAAAAACCAGTAAGGTTGTCGCCCGGCCAAA
TCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAAGCCGTAT
GCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACACTGGACATGAAACGCGACGTC
AAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAG
CGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGG
CTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGATTTT
GATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTC
CTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGG
ACTTGGGAGTGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCGGCGACATCACTT
CTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGTCCGGACTTT
72 
 
TTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGG
AGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAATCACCGGA
GTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAA
GATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACT
CGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGA
TGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCCGCGCACTGCGC
GAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTTGAGATCGTACCTGG
GCGCGCGTGGGGAGTACGTATCCCTTTACGTCTAACCTTAATATTTTCTGCATCATACTTC
CAAACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTACCGCCAGATGGAGCCCATG
TTTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCA
GGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCC
AGTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGT
GTTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGA
AAAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGA
AGACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAG
CACCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCG
CGTATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCA
AGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGA
GACCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCAC
TATCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACA
GTGGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGA
CCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAG
GGAGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCC
TATGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAG
GACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAA
CGACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAA
GAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGC
AGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCC
GATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTG
GTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATAC
CTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGAC
TGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGG
GGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTT
TTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTC
CGACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCT
CGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGA
CGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAAT
GCAAGAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTG
AGGAGCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCA
ATGTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGA
AACCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCG
ATGTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTT
TCCATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTC
ACGCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATC
CGTCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACAC
CAAGCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTAT
CGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACAC
GTTCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGG
GGCTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGT
GGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCT
TAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCT
73 
 
GGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAAT
GGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGA
AGCTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGA
CCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCT
GCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTG
CGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCAC
CGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTC
AGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGA
CGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGG
GGCACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGC
AAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGT
CGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGA
TCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGG
CTTACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCA
GTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTG
GGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAA
AGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGAC
TACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCA
TTCCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAA
TACCGTCAAGACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTG
TTCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAA
CCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGG
GCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGC
GTGGTGAAGAAGTGC 
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TGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCCGCGG
ACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGC
AATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAATTAT
GCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAGAAAAT
CACTGACTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAGTATCT
GCCTGAACGACGACGTGAGTCGTAAAGTAAAGGCACCTGCCTTCTACCTTCCACTTCGTG
GCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGT
AAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCA
CCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAAC
AGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCA
TGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAA
AGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATT
CCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGA
CGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTA
TGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGT
GCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCC
TCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCAT
CGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAG
GAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGA
CGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGAC
GGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTT
CGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCA
GGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAA
GGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGG
GGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAA
74 
 
CGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAA
ACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTT
TACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCA
AGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGC
CGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTCGACAAGGAAGCGTTG
GTGTTGACGTGCTTCCGCGGGTGGGTCAAGGATCTAAAAATCCTCTATCCTCACAACGAG
CTCATGACTGCGGCAGCTTCGCAGGGCCTGACCCGCGAAAAGGTGTATGCCGTCCGTTGT
CGGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCC
CTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTG
GGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGTGTCCAGATAACGCCGGAGGACT
ATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGG
ATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAG
GCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTAC
GGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGC
GCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCC
TGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACA
CTTCTGCAGCAGCCAAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGAC
CAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGT
CTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGT
GAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGC
GCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTA
GTGTTTTTGACGCAGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACAAC
GCCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGT
CTTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTA
CAGCGAGGTATTTCAAGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACGCAAC
GGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGACGCGTTCCCC
AACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTACCATCAT
ACACGCAGCCGGAGCTGACTTCAGAGAGGTCGACGAGGAAACCGGCGCGCGGCAGCTA
AGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACCAGCGCCGC
CATCCCCTTGGCGACGAAACGGTATGGGTGCCTAAACACAGCACTCTGGCTGGAAGGCC
AGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGTCGGCACGAAATTCCATCG
TGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAAGACCAAGGAAGCCAATG
CTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACGTTCTAAAGAGCTGCCCGG
TCAGACCGCCTTCTAGCCTACCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTCA
CAGTATTGAAACAAAGACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCT
CTCACCAACATCCAGGACGTCACCAAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGA
ACCTAGACCGGTGCGCCATCTGCAGGAGAGGCGCCCAGCGCAGGCGCCGCAGTGTGCGC
AGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATC
CGGCTCCACCGGGCACAGAGAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAGTT
AGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCA
CTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGATCG
GGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGC
AACGGGACGGCCTCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCC
AGCACAACACCCAGACAAACAACACAACAGAAGTGTTGATGAGAACGTCAGTACTGCCG
AGCAACGACCACGAAACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGA
ACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTT
TGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCACCTGCGTGGTGAAGTTCGAGAGCGT
CAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCACATTAAGCTC
GTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAA
CCTCGATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTTTAAGGACA
CCGACCTGTGGACTGAGTTCGCGGAAACATCCATAGAGAGCTAGTCCGAAGGCTGAAGG
75 
 
CCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTAT
CGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCG
ACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGA
GTGGAAGAAGACCTCCTGACCCTAATAGAGGCGTCTTTCTTCGACATCACTTCTGTCCAC
CTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGTCCGGACTTTTTCTGACG
CTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTG
GCTGATACCAGGTGTGCCGCGTTTCGCTATGGCGTGAACCACCTGCCGCTGGCCACAATG
GCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGT
ATCCCTTTACGTCTAACCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCA
TGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAG
GACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAAC
GCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTT
GCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGA
AGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACA
ACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGG
AAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGA
AGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGT
GAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACA
TGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCG
ACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGT
CATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGAC
AACTCGGGAAAGGTTGTTGGTATTGTCAGGACCCGATGGCAGGCGCACACGCCTCTCCGT
GATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATGCCATACCTT
GGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTACAATTCCA
ACACCTTCGATTGCTCCAAACCGTCCTGCCAGCCTGCCGCCGTTTATGACACACAGATCC
TCGCCGCCCACGCAGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAG
CGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTC
CGCATCCGGGTTGGTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAAC
CTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCG
TGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCC
AACTGCCCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCA
ATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGG
GCCACCATCTGTCCGACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAG
TCCGCCCTCTACCTCGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCG
TCGTAACATGCGACGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAA
TTCGACAAGAAATGCAAGAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCA
GACGTTTACGTGTGAGGAGCCAAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGC
CGGAAACCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAA
AGCGATGTCCTGAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAAC
ATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACG
CTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTACGCTT
GGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCG
CATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCAT
TGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACT
TGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGG
CGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCA
AGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGA
GCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTAC
GAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTT
CACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGT
CGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCT
76 
 
GCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTA
CCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGC
TGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAG
CGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGG
CAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTG
GCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGA
AGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAG
ACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGA
ATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCTCT
GGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGT
TGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATG
TCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGC
CCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGA
TCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTC
CCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCTTC
TCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGC
GCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAG
CGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGA
CCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGCCGCTC
CAAAAGAATCCGGAT 
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ATCGTTGCCGACATGGGGAGCGCACCAGCGAGAAGAATCGGGGCACCCGATAACGTCAC
ATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGC
CAGGAAACTCGTCAGGGCTGTGGAGAGAGGCACCTGCCTTCTACCTTCCACTTCGTGGCA
CCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAA
GAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCT
CGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAG
GTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATG
ACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAG
GATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCC
CGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACG
AACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATG
ACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGC
CTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTC
TGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCG
CAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGA
GGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACG
ACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGG
GGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCG
GTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGG
AAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGG
CCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGG
TGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACG
ACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAAC
ACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTA
CGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAG
GGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCG
GCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTGGCCTGACCCGCTAAAAG
GTGTATGCCGTGCGTTGTCGTTTCAGGAGGAACACACTCTATGAGGCGACCTCTGAGCAC
ATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACACTTCCAAACGAC
77 
 
CCGCTGATCCCCGAAGCGTGTCTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGG
AGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGT
GGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAAC
AACCTAGGTATCTTCGACCTAGTGTTTTGTGACGCAGCTGGACCACGACGCTATCACCAC
TACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGA
GCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAGGCGTACGGAATGGCGCCCGCAGGAA
CTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCACTCCGGCTCGCTGGC
GGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGTGGTGAAGTTCGAGAGCG
TCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCT
CGTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCA
ACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGT
ATAACCAGCCGCTCATACAGTCCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGCA
TCCTCATGGCCGCCACCAAACGTAACTGCAACGGGAGTACGTATCCCTTTACGTCTAACC
TTAATATTTTCTGCATCATACTTCCAAACAATCATGCTTCCCATGCAATTCACCAACTCAG
CCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACC
GGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTC
GCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGT
GGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGGAGAAGAAGAACTCTTCC
AACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGA
AGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGTGCCGTGTGCTGATTGGATCTCGC
GTATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAA
GTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAG
ACCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACT
ATCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACA
GTGGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGA
CCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAG
GGAGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCC
TATGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGCCGCCGTTT
ATGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCCGTACAGGGCGTACTGCCCCG
ATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAGCGGC
AGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGAAACCTCTCTGCGAT
ACCTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACG
ACTGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGT
GGGGCAGAGCCTAACCGTTGCGGCCACCCTGGATGGCACCCGGCATCAATGCACCACGG
TTTTCGAACACCAAGTAACGGAGAAGTTCACCATTCCCGCCGGAAACCGCAACTTGCAG
AGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAATTGGGCGTTTGTAGGAGTTG
CATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGT
ACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGACCGCACTGACTGCAG
CACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACT
TGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGC
TCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAA
GAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAA
CACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCG
GAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACCGTCATCTCACCAAC
TACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGG
CTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAA
GCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCG
GCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCT
GAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGT
CACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGA
CGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGGACCAATAACAACCG
78 
 
ACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACT
GGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACC
AACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGAC
TAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCA
GGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATC
CGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACG
CGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGAC
AGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTATGGTTGCTGGCG
CCAATACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGA
TCTGTTCGGCAGTAGTGAAGTGTGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCG
CAACCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGC
TGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTAC
TGCGTGGTGA 
>Dominant_IRE/F3/12_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGA
GAGAGGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGA
ACCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTTGATGCTCCGTCTACCATT
TACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGATTCCAT
CAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCT
GTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCG
AAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGA
TACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTG
TGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCT
GGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTC
GGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATC
TGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCA
GTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGC
CACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAA
ACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGG
TGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCA
GACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGG
ACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTG
AAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGT
GACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGA
TGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAG
GTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGT
GCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACA
AGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGC
GAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAA
79 
 
CAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGG
CGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTT
CCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGC
TAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCT
TGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTC
AATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATC
GCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATG
TGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCG
GAAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATCGTTTCAAACCTCAACTA
CGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCG
GATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAG
GATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTG
ACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGAGCCG
ACCTCTGAGCACATTACCGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACA
CTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCT
ACCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTG
TGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCA
GCCGGGTGCTGCATGAGGCGGGCGTCCAGATAACGCCGGAGGACTATAACCGTATCTTT
CCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACT
CTCGTGTGGGGCTTGGATACTTCTTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGG
CTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGA
CGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGC
GCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGG
GTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCGGCC
AAACCGGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTT
CAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAG
TCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAA
ACCGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTAC
GGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTAGTGTTTTGTGACGC
AGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCA
CATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAG
GCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATT
TCAAGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCT
TCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAAC
TGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTC
GCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTA
CAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCA
ACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGAC
GCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGC
TACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGC
GGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACC
AGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAA
CAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTAC
TGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGA
AGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATG
AGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAG
CACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGT
CGGCACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAA
GACCAAGGAAGCCAACGCTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACG
TTCTAAAGAGCTGTCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCT
GTGGCTGCATCTACGCCATGACCCCGGAACGCGTCACAGTACTGAAACAAAGACCGCAG
80 
 
GAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACC
AAGGTGGAGTGCACGGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCA
GGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGTAGCCGTGGCTGCCA
GTGTCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCT
GCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAG
TTCTCGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCC
CCGAAGGGCGCCAGCTGTGTCGGCGGCATCATTGGCGAGCAGCGCCCATGGCCGCAGTG
TGCGCAGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGTGCC
CAATCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACA
GCCCAGCGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGG
ACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTAGAGGGGTCGGAG
CACGGCAGTCAATCCAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGC
TATAGCCAACGCTCCGACGATCAGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGC
CGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTG
ATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTG
TTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGA
AACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACC
TGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCC
GGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCC
CAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAG
CCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGATAAGT
ACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCG
ACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGT
CCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAAC
GTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAAC
GTGGAGGCTTTTAAAAATTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAA
AAACCAGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGC
CAAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGG
CTATGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAG
CACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGC
GTACTTGTGCGCCATTCATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTC
TATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGAT
GAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCGTTCGACAAGAGCCAGGACC
AAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTAGAAGAAGACCTC
CTGACCCTAATTGAGGCGTCCTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACC
AGATTTCAGTTTGGATCGATGATGAAGTCTGGACTTTTTCTGACGCTGTTCGTGAACACG
CTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGT
GCCGCGTTTATCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGT
GGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCA
ACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAA
GCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGAT
CCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACA
GAGTGGGGATTCAATGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCAC
CTGCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGG
CGCGCGAGGGGAGTACGTATCCCTCTACGTCTAACCTTAATATTTTCTGCATCATACTTCC
AAACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGT
TTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAG
GAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCA
GTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTG
TTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAA
GAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAA
81 
 
GACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGC
ACCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCCGTGCTGATTGGATCTCGC
GTATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAA
GTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAG
ACCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACT
ATCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACA
GTGGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGA
CCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAG
GGAGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCC
TATGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAG
GACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAA
CGACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAA
GAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGC
AGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCC
GATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTG
GTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATAC
CTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGAC
TGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGG
GGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTT
TTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTC
CGACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCT
CGTTGACGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAA
CGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGATAAGAAAT
GCAAGAGCGCCGACTCGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTG
AGGAGCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCA
ATGTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGA
AACCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATCACCTACGAGGAAAGCG
ATGTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTT
TCCATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTC
ACGCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATC
CGTCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACAC
CAAGCACCATCCAGAGTACGCTTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTAT
CGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACAC
GTTCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGG
GGCTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGT
GGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCT
TAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCT
GGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAAT
GGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGA
AGCTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGA
CCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCT
GCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTG
CGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCAC
CGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTC
AGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGA
CGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGG
GGCACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGC
AAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGT
CGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGA
TCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGG
CTTACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCA
82 
 
GTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTG
GGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAA
AGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGAC
TACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCA
CTCCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAA
TACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTG
TTCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAA
CCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGG
GCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTCGCCGTCATCTACTGC
GTGGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_IRE/F6/11_SAV1 
CAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCCGCGGAC
CACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAAT
AGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTGGATT
GAGCGAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCA
GGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAAAAAATCACT
GACTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAGTATCTGCCT
GAACGACGACGTGAGTTGTAAAGTAAAGCAAAGGTACGCGAGTGGTATACTGGATCGGG
TTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCC
AACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTT
GTCGGAGGACTCCATCAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCATCTGG
AGAAATCCGCTACTCGGTGGGTAGCACCCACTACTTGAGGACCGTGACAAGCTGAAAAG
CTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGA
TACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCG
TCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTG
ACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATC
CCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGAT
GCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCG
CAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTG
GGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCG
TCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACC
GTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGA
GCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCA
AACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTGCGCAC
GACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATC
CTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGG
CATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTC
AAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTA
GTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGGACCACTC
GCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAA
GAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGC
CCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGA
CCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTG
ACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAG
AAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCA
GTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTG
GCATCTACGGGGTGGTGCGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGT
TGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGC
TTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAA
GGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGAT
83 
 
GCATTACAACCATGAGATTAGTGACCGCGTTTTGCGGAAGAACATCTCCGCTTACGGCCA
TCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCC
GTACTAATTGACACCACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTG
CTTCCGCGGGTGGGTCCAGGATCTACCGACCTCTGAGCACATTACTGTCCTTTTGACGCG
CACCAACGACGAACTGGTATGGAAGACACTGCCAAACGACCCGCTGATCCCTATACTCT
CCAAGCCACCGAAAGGAGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAAC
GGTATCCTGGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAA
GCGTAATACCTGTTGGGCAGTTACGAGCACTTGGATGCCGTCGCTACTCTCGTGTGGGGC
TTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAG
CCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGACGCACTGGAAG
GCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGCGCGGGCGCGAA
TGTTACGACATCAAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCC
GATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCAGCCAAACCAGGCTT
CCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTTCAAGACAAGAG
CAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTTTCATATAACTCAGTCCTTGACCTTG
GAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAG
CGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATATCA
ACGGCCCACTTAACAACCTAGGTATTTCGACCTAGTGTTTTGTGACGCAGCTGGACCACG
ACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACATCAGCATGCA
AACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAGGCGTACGGAATG
GCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATTTCAAGTCCGTTTC
GGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCTTCAAGTTCTCTGG
CAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAACTGACCGACATTTA
CGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTCGCTGACAAGGTGA
AAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTACAGAGTCCTCAAC
AGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCAACAGCAACGGTAG
ACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGACGCGTTCCCCAACGG
TGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTACCATCATACACG
CAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGC
AGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACCAGCGCCGCCATCC
CCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAACAGTCGTTTAGTG
CACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGCCTCGCCAAC
AACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGAAGAGTTTGATGA
GGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATGAGTGACACGGAG
ACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAGCACTCTGGCTGG
AAGGCCAGGGTACAGCCCGGAACGGGTCACAGTATTGAAACAAAGACCGCAGGAAGGT
TTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACCAAGGTG
GAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCAGGAGAG
GCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCAGTGTCG
CCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCTGCGCCG
GGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAGTTCTCGA
ATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCCCCGAAG
GGCGCCAGCTGTGTCGGAGCGTGCGCAGCGCCCAATCCGGCTCCACCGGGCACAGAGCG
GGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGTGGGCCGCCTAGTAGCGCGAG
CACACCCGCCGCGGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTAT
AGCCAACGCTCCGACGATCGGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGT
GAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTGATC
AAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTGTTG
ATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGAAAC
GAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGT
CCGCGAAGGTCCATAACATGAAACACAAGATTGTTGCCCAGGTACTCCGACGCCTGCGT
84 
 
GGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTA
ATTACCCCACCTTAAGCTCGTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGG
TTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCCC
TGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGTCCCAAGTACCCGGACCTATG
ACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGCA
GATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATT
TCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAAAAACCTGTAAGGTTGTCG
CCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCA
CAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACAC
TGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACC
TAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCA
TAGAGAGCTAGTCCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTGGA
AGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCC
CACAGGCACCAGATTTCATGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAAT
CACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGG
AGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCCCTG
AACGATCCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCT
GGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTG
AACCACCTGCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTA
CCTGGGCGCGCGAGGGGAGTACGTATCCCTTTACGTCTAACCTTAATATTTTCTGCATCA
TACTTCCAAACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAG
CCCATGTTTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCG
CCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTG
CGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCA
AGACGTGTTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCA
AAGAGAAAAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAG
TCAAGAAGACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCG
ACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGG
ATCTCGCGTATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAG
ACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGC
ATGCGAGACCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTA
TGGCACTATCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGG
GTGACAGTGGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGA
GGAGGACCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAA
GGCTAGGGAGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCT
GCTGCCTATGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCC
TGCCAGGACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAA
TCTGAACGACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCG
GAGAAAGAGGGCTGTGTCTTATGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCC
GTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCG
GCGAGGTGGTGAGCAGCGCGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGC
GCACGACTGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGC
CCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCAC
CACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACC
ATCTGTCCGACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCC
TCTACCTCGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAAC
ATGCGACGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAAGCGCTGACTTGG
CAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGG
CTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGC
AAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGT
GAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTAC
85 
 
CGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATC
CGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGC
TAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGG
GACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTA
CGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGC
GTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACC
ACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAAC
CCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAAT
TTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGT
GCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATG
TACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCG
TCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGT
GAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCC
CATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCT
ACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAAC
GTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTC
AGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCG
TTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTG
ACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGAT
CGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGG
CGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGG
AGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCG
GAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCT
CTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACG
GTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCA
TGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCG
GCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCAC
GATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAG
TCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCT
TCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGT
GCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGC
AGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGG
GACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGCCG
CTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
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CGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAATGC
GCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACAGGGCTGTGGAGAGAGGAG
ATGGACACCTCGTCAATGAAAAAATTACTGACTTGAAGGATGTTCTGGAGAACCCGGAC
ACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGCGCGCAAGCCGACAAAGGTACG
CGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGT
AGCTTCCCGCTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCT
GCCACTGTGCTACTCAGGGTTGTCGGAGGATTCCATCAAATGGAGATTCCGTTTCCGTGA
CAAGCCACTGGTACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGA
GGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAA
CAAGTATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGA
TCACGATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACC
ACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCA
TTCCCAGTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCC
AATCCCGTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGT
GGTCAACGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATT
86 
 
CGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAG
ACCTGTACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAAC
GCCAGCAGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCA
AGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGC
AACTGCTGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATG
AGACAGAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCG
CAGGCAACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACG
AGGAGGAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGG
TGCCACCATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACA
ACATGATGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTG
GCTATTCTGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGAC
CGGGCGCTATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCT
CAAGACCGATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCT
GTTCACATGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACG
AAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTG
TCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACAT
ATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACAC
ACACGACGTCCACACGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCA
TCACAACCGAAGTAACTACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAA
GGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACG
AGGCTTACGCCTGTCACTCGGGAACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGG
GAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATG
CGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCGGAAGAACATCTCCCGCCGT
TGCACTCACACGCTTACGGCCATCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACT
ACGAACCCGTGCAAAAAACCCGTACTAACTGACACCGAAGCCCGACAAGGAAGCGTTGG
TGTTGACGTGCTTCCGCGGGTGGGTCCAGGATCTAAAAATCCTCTATCCTCACAACGAGC
TCATGACTGCGGCTGCTTCGCAGGGCCTGACCCGCGAAAAGGTGTATGCCGTTCGTTGTC
GTGTCACGACGAACCCACTCTATGAGCCGACCTCTGAGCACATTACTGTCCTTTTGACGC
GCACCAACGACGAACTGGTATGGAAGACACTGCCAAACGACCCGCTGATCCCTATACTC
TCCAAGCCACCGAAAGGAGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAA
CGGTATCCTGGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAA
GCGTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGCGTCCAGA
TAACGCCGGAGGACTATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATTCGG
CTCTGGCAGCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCA
TTCTGAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCAAC
AGGGGGTACGAGTACGGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAATCC
ACGCATGATTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGG
GGAAGTTGGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCC
ACGTGTTGGTGGACACTTCTGCAGCAGCCAAACCAGGCTTCCTGGAAAACAGACTCACA
GTTGACAGATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGA
ACTGACGAAGCGTGTCTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGT
GACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGTGGGATA
CTAAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAACAACCTA
GGTATCTTCGACCTAGTGTTTTGTGACGCAGCTGGACCACGACGCTATCACCACTACGCG
CAGTGCGAAGACCACGCCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGAGCGCAC
AGCCAAGGGCGGAGTCTTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGAACAGAGA
GGGCAGTGGAAGGTACAGCGAGGTATTTCAGGTCCGTTTCGGTCGAAAAACCCGTCTCCT
CCCGTATAACCAACGTGGAAGTCTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCAC
GTTCCATCGCACATTTGGGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCGT
ATAAAATGCTGGCGAGAGGCAGTGTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAAC
TCAATGGTAGGTGCCGCACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCGA
87 
 
AGAGGAAGTTCTGGTCAACGCCGCCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTG
GTGCGCTCTACGGCGCGTTTGGGGACGCGTTCCCCAACGGTGCAATCGGCGCGGGAAAC
GCGGTCCTGGTTCGAGGACTCGAGGCTACCATCATACACGCAGCCGGAGCTGACTTCAG
AGAGGTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCT
ACCCTAGTCACGGCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACATC
TTCTCCAACGGTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGAC
ACGACAGAGTGCGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGGATCCA
GCAACTGATTGACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGGAAGAGG
AAGAGGAACACGAAGCCGACGCAATGAGTGACACGGAGACGCTGTCCAGTTTCGGCGAC
GAAACGGTATGGGTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTC
CTACGGCGACCGCAGATCCCTTTTTGTCGGCACGAAATTCCATCGTGCAGCGGTCGCTAT
GTCGTCGATTGAGGCGGCTTGGCCTAAGACCAAGGAAGCCAATGCTAAACTCATCGAGT
ATATACGAGGGCAACACCTCGTTGACGTTCTAAAGAGCTGCCCGGTTGACGACATACCC
GTGGGCAGACCGCCTTCTAGCCTACCCTGTGGCTGCATCTACGCCATGACCCCGGAACGG
GTCACAGTATTGAAACAAAGACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCAAGCT
GCCTCTCACCAACATCCAGGACGTCACCAAGGTGGAGTGCACTGTGAGAGCACCCGCAG
AGGAACCTAGACCGGTGCGGTTCCGCCGGCGCCCCGAAGGGCGCCAGCTGTGTCGGCGG
CATCGTTGGCGAGCAGCGCCCATAGCCGCAGTGTGCGCAGCGCCCCTGCTATGAGGGCC
GCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATCCGGCTCCACCGGGCACAGAGC
GGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGTGGGCCGCCTAGTAGCGCGA
GCACACCCGCCGCGATCAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAGTTAGG
GCCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCACTC
CGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGATCGGG
ATACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGCAA
CGGGACGGCCTCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAG
CACAACACCCAGACAAACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAG
CAACGACCACGGCACACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAA
TGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAA
CACAAGATTGTTCGATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAGCACGC
TCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAA
GTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCC
CACCTTAAGCTCGTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGG
GCTCAATTGCAACCTCGACAGTCCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGC
ATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGAC
TATGGACTCAGCAGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTGTAAGGACACCG
ACCTGTGGACTGAGTTCGCGGAAAAACCTGTAAGGTTGTCGCCCGGCCAAATCGAAGAG
TATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGT
ATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACACTGGACATGAAACGCGACG
TCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAA
GCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAG
GCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGATTT
TGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCT
CCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAG
GACTTGGGAGTGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCGGCGACATCACT
TCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGTCCGGACTT
TTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAGTTTTACGG
GAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAATCACCGG
AGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGA
AGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTAC
TCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAG
ATGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCCGCGCACTGCG
88 
 
CGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCG
CCACACGCTATGGCGTGAACCACCTGCCGCTGGCCACAATGGCGATGGCCACGCTCGCC
CAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGTCTAACCT
TAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCATGCAATTCACCAACTCAGC
CTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGACAAGTACAGCCGTACC
GGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTC
GCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGT
GGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCC
AACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGA
AGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGGAAGGAGGTAAGGATCT
CCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCT
ACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGTGAAGGGTAAGATCGAC
CACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGC
TGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCGACCATGATGGACGGA
GTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGTCATAATCGACGCAAG
CGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCGGGAAAGGTT
GTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGT
TTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATGCCATACCTTGGACACG
CGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTACAATTCCAACACCTTC
GATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGAACCAAAGAAGGCCAT
GACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGATCTACTCATTGCCGTCAC
CACCTGCGGCTCCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGA
CACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTG
TGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCG
ACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGG
CGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAAC
ACGCGACTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTA
CATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCA
CCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAA
CGCAGCAAGGGCCACCATCTGTCCGACATGACCAAGAAATGCACCAGATTTTCCACTAC
ACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGA
GATTAGCACCGTCGTAACATGCAACGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTA
CCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTTGGCAACCGTCACTTTCACC
AGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGCTGCCAGTATCACCCA
GGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCAAGGAAGTGAAAGCA
AGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTGAGTGTAGCCCCACTG
CCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACCGCAAAATACCCTGTG
CTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGATCCAGGGC
AAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAACATGGGGAAACAA
CGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGATGCGTACCC
CTGGGAACTTCTGGTGCACCACATCAAGCACCATCCAGAGTACGCGTGGGCGTTTGTAGG
AGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGT
GCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGACCGCACTGAC
TGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGGACATCATTGC
CTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTG
TGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGG
GTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTAC
GAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAA
CCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACCGTCATCTCACC
AACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGT
GGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGC
89 
 
AAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGC
GCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTT
TCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCA
GTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTG
GACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGGACCAATAACAAC
CGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGA
CTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAAC
CAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGA
CTAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTACTGCGTTGGCTGC
AGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAAT
CCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGAC
GCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGA
CAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCCACG
AGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTCCCCCTGAGAACATCGGTG
GTTGAAGTGGTTGCTGGCGCCAATACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAG
GTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCA
CCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACAT
CTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCT
TATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGCCGCTCCAAAAGAATCCG 
>Dominant_IRE/F10/12_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGA
GAGAGGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGA
ACCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATC
TACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGACTCCAT
CAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCT
GTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCG
AAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGA
TACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTG
TGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCT
GGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTC
GGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATC
TGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCA
GTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGC
CACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAA
ACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGG
TGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCA
GACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGG
ACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTG
AAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGT
90 
 
GACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGA
TGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAG
GTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGT
GCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACA
AGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGC
GAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAA
CAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGG
CGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTT
CCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGC
TAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCT
TGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTC
AATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATC
GCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATG
TGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCG
GAAGAACATCTCCCGCCGTTGCACTCACACGCTTACGGCCATCGTTTCAAACCTCAACTA
CGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCG
GATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAG
GATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTG
ACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGAGCCG
ACCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACA
CTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCT
ACCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTG
TGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCA
GCCGGGTGCTGCATGAGGCGGGTGTCCAGATAACGCCGGAGGACTATAACCGTATCTTT
CCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACT
CTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGG
CTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGA
CGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGC
GCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGG
GTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCAGCC
AAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTT
CAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAG
TCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAA
ACCGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTAC
GGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTAGTGTTTTGTGACGC
AGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCA
CATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAG
GCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATT
TCAAGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCT
TCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAAC
TGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTC
GCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTA
CAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCA
ACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGAC
GCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGC
TACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGC
GGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACC
AGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAA
CAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTAC
TGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGA
AGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATG
91 
 
AGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAG
CACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGT
CGGCACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAA
GACCAAGGAAGCCAATGCTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACG
TTCTAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCT
GTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTATTGAAACAAAGACCGCAG
GAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACC
AAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCA
GGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCA
GTGTCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCT
GCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAG
TTCTCGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCC
CCGAAGGGCGCCAGCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTG
TGCGCAGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCC
CAATCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACA
GCCCAGTGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGG
ACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAG
CACGGCAGTCAATCCAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGC
TATAGCCAACGCTCCGACGATCGGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGC
CGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTG
ATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTG
TTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGA
AACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACC
TGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCC
GGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCC
CAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAG
CCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGACAAGT
ACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCG
ACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGT
CCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAAC
GTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAAC
GTGGAGGCTTTTAAAAATTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAA
AAACCTGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCC
AAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGC
TATGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGC
ACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCG
TACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCT
ATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGATG
AAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCA
AGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTGGAAGAAGACCTCC
TGACCCTAATTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACCA
GATTTCAGTTTGGATCGATGATGAAGTCCGGACTTTTTCTGACGCTGTTCGTGAACACGC
TGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTG
CCGCGTTTATCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGTG
GCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCAA
CATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAG
CCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATC
CAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAG
AGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCACC
TGCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGC
GCGCGAGGGGAGTACGTATCCCTTTACGTCTAACCTTAATATTTTCTGCATCATACTTCCA
92 
 
AACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTT
TGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGG
AGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAG
TTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGT
TCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAA
AAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAG
ACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCA
CCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCG
TATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAG
TTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGA
CCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTA
TCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGT
GGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACC
CGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGG
AGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTA
TGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGG
ACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAAC
GACCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAAG
AGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCA
GCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCG
ATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGG
TTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCT
GGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACT
GCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGG
GCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTT
CGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCG
ACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCG
TTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGACG
ACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGC
AAGAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAG
GAGCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAAT
GTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAA
CCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGAT
GTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTC
CATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCAC
GCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCG
TCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCA
AGCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCG
CAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGT
TCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGG
CTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGG
CCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTA
GGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGG
TCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAG
CTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACC
TGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGC
CCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCG
ATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCG
AGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAG
AGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACG
93 
 
CTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGG
CACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAA
AGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCG
ACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATC
TGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCT
TACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGT
GTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGG
GTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAG
GATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTA
CGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATT
CCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAAT
ACCGTCAAGACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAAC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_IRE/F38/11_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCACCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGA
GAGAGGAGAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAGTATCTGCC
TGAACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGTGTACCAGGATGTGTAC
GCAGTTGATGCTCCGTCTACCATTTACGCGCAAGCCGACACGGGTAGCTTCCCGCTATAT
GACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTC
AGGGTTGTCGGAGGACTCCATCAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACC
GTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGC
TGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCC
GTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAG
GGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGT
GGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGAC
CTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATA
CTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCA
CCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTAT
GCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTACGGTATC
ACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATAC
CTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTC
GCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAA
TACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAGAAGCAC
TTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGC
CGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCG
GCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATC
GATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGA
ATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGG
ACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCA
TTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACT
TCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCA
CGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAG
94 
 
CTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGC
GTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTA
TCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACA
CGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTA
ACTACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTG
CGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACG
GTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGG
GCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTG
ACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAG
ATTAGTGACCGCGTTTTGCGGAAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCC
ATCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACC
CGTACTAATTGACACCACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGT
GCTTCCGCGGGTGGGTCAAGGATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTG
CGGCTGCTTCGCAGGGCCTGACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGA
CGAACCCACTCTATGAGCCGACCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACG
ACGAACTGGTATGGAAGACACTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCA
CCGAAAGGAGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAACGGTATCCT
GGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATA
CCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGCGTCCAGATAACGCCG
GAGGACTATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCA
GCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGT
GGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCATTGGAGTAACTCCAACAGGGGGTA
CGAGTACGGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGA
TTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTG
GTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTG
GTGGACACTTCTGCAGCGGCCAAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAG
ATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGA
AGCGTGTCTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACT
ACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGTGGGATAAGCCGAG
AGGCGCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGA
CCTAGTGTTTTGTGACGCAGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGA
CCACGCCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAAGGCG
GAGTCTTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAA
GGTACAGCGAGGTATTTCAAGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACC
AACGTGGAAGTCTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCA
CATTTGGGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTG
GCGAGAGGCAGTGTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATAGTAGG
TGCCGCACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTC
TGGTCAACGCCGCCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTAC
GGCGCGTTTGGGGACGCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGT
TCGAGGACTCGAGGCTACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACG
AGGAAACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACG
GCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGT
CGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTG
CGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTG
ACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACA
CGAAGCCGACGCAATGAGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTAT
GGGTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGAC
CGCAGATCCCTTTTTGTCGGCACGAAATTCCCTTCTAGCCTACCCTGTGGCTGCATCTACG
CCATGACCCCGGAACGGGTCACAGTATTGAAACAAAGACCGCAGGAAGGTTTCGTGGTG
TGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACCAAGGTGGAGTGCAC
95 
 
GGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCAGGAGAGGCGCCCA
GCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGTAGCCGTGGCTGCCAGTGTCGCCTCGAG
TCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCTGCGCCGGGTTCGG
TGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAGTTCTCGAATGGGCT
CGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCCCCGAAGGGCGCCA
GCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTGTGCGCAGCGCCCC
TGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATCCGGCTCCG
GGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGCGGGCCGCCTAGTAGCGTGAG
CACACCCGCCGCGATCAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAGTTAGGG
CCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCACTCC
GGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGATCAGGA
TACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGCAAC
GGGACGGTCTCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAGC
ACAACACCCAGACAAACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGC
AACGACCACGGCACACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAAT
GCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAAC
ACAAGATTGTTCGATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAGCACGCT
CTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAG
TTCGAGAGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCC
ACCTTAAGCTCGTTCGGTATCACGGATAAGTACGATGCTTACCTGGACATGGTTGATGGG
CTCAATTGCAACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAG
AAATCAGAGTATAACCAGCCGCTCATACAGTCCCAAGTACCCGGACCTATGACATCCACT
CTGCAAAGCATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGCAGATGAGAGA
GCTCCCGACTATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTGTAA
GGACACCGACCTGTGGACTGAGTTCGCGGAAAAACCAGTAAGGTTGTCGCCCGGCCAAA
TCGAAGAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCAGAGTC
GAAGCCGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACACTGGACATGAA
ACGCGACGTCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACCTAAAGTCCAA
GTGATTCAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGAGCTA
GTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCC
GAGGATTTTGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAAC
GGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGC
TGCTGGAGGACTTGGGAGTAGAAGAAGACCTCCTGACCCTAATTGAGGCGTTTTTCGGCG
ACATCACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGT
CTGGACTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAG
TTTTACGGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGATAACGTAA
TCACCGGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATG
GAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTC
CTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCT
GATGAAGATGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCCGC
GCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGT
GGCTGCCGCCACACGCTATGGCGTGAACCACCTGCCGCTGGCCACAATGGCGATGGCCA
CGCTCGCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTATCCCTCTAC
GTCTAACCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCATGCAATTCAC
CAACTCAGCCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGACAAGTAC
AGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATT
ACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCA
GGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAG
AACTCTTCCAACGGAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAAAACAACAGGAGA
AGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGGAAGGAGGT
AAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTA
96 
 
TATCCGGCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGTGAAGGGTA
AGATCGACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTC
GAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCGACCATGAT
GGACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGTCATAATCG
ACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCGGG
AAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACGCCTCTCCGT
GATAGGTTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATGCCATACCTT
GGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTACAATTCCA
ACACCTTCGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGAACCAAAGA
AGGCCATGACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGATCTACTCATT
GCCGTCACCACCTGCGGCTCCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGCCTGCCGCC
GTTTACGACACACAGATCCTCGCCGCCCACGCAGCTGCCTCCCCATACAGGGCGTACTGC
CCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAG
CGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGACCGCTAAGG
GTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCACGCC
GCAGACAACACGCGACTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCCAC
TGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACT
GGATGGCACCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCA
CCAGAGAACGCAGCAAAGGCCACCATCTGTCCGACATGACCAAGAAATGCACCAGATTT
TCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCTCTGCCGATT
TCTGTAGAGATTAGCACCGTCGTAACATGCAACGACAGCCAGTGCACAGTGAGGGTGCC
ACCTGGTACCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTTGGCAACCGTCA
CTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGCTGCCAGTA
TCACCCAGGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCAAGGAAGTG
AAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTGAGTGTAGC
CCCACTGCCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACCGCAAAAT
ACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGA
TCCAGGGCAAGTACCTGCGCCGTATCCCGGTCACGCCTCAAGGGATCGAGCTAACATGG
GGAAACAACGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGA
TGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTACGCGTGGG
CGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCAT
GCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGA
CCGCACTGACTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGG
ACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGC
CCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGT
CTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCT
GCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAA
GCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACC
GTCATCTCACCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAG
CCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATG
CGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCT
TGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGG
CAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTAC
ACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTC
CACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGG
ACCAATAACAACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGG
TCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTC
AAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAA
GTACTGCAGCCGACTAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTA
CTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAA
GATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCAT
97 
 
CAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGA
AATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACC
TACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTCCCCCT
GAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAAACGACCTTCTCCTC
ACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCTG
GTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAGCGAC
TCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCT
AGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGCCGCTCCAA
AAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G399/09_SAV2 
ATGATGCAAAATCTCACAGCTAACCCTTCCGCCGGCACTACAGTCACTGTAGACTTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAGTCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTTGTCAGGGCTGTGGA
GAAAGGAGATGGACACCTCGTCAGTGATAGAATCACTGACTTGAAGGACGTCCTGGAGA
ACCCGGATACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCTGTGTACCAGGATGTGTACGCAGTTGACGCGCCGTCTACCATC
TACGCTCAAGCCGACAAAGGCACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCAAAAAATCTGCCACTGTGCTACTCAGGGTTATCGGAGGATTCCAT
TAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGCGATACGGTAGTGAGCT
GTGGTGGCTACGTGGTGAAGAAGATCACGATTTGTGAAGGCATTGTTGGTAGACCCGCG
AATGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCAGA
CACGATCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTCATCTG
TGACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAAACTGCT
GGTAGGACTCAACCAGAGGATCGTGGTCAACGGGACCACCGTCCGGAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTTGCTCGCGCATTGTGCAGCTGGGCAGACGAAGCTC
GGCGGGACATGGAGGACGAACAGGACATGTACGGTGTCACGTCTGTCACCACATGGATC
TGTATCTGCAGAGCGTATGATAAACGCCAGCAGCACACCTTCTACCGTAGGCCCAAGCA
GTCCTCAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGCCTCCCTCTCCGC
CACATACCTTAACCTGCCTCTGAAGCAACTGCTGCTCAACACGCTCAAACGTGCGATCAA
ACCTAGGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGAG
GTGCACGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCCTAGTTACATCGC
AGATGTGCTAGGACAGGACGACGAAGAGGAAGTCGATGACGGAATGTCTAATGTGGACC
TTGGCGAAGAAGACGGGGTGGGTTCTACCATCATTGACTGCCAAAGAGGTACCGTGAAA
GTGATCACGGCTTTCGGTGACAACACAATGGGAGAATACTTAGTACTATCCCCGGTAACT
GTGTTGCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGAAGAAGTGATGCA
GTACGTCCACAAGGGCCGGACGGGACGTTACGCCATCGAGAAGAACAACTTGAAGGTAC
TCATCCCTACGGGAGTGTCCCTCAAGACGGCTCACTTTCAGGCCCTTACTGAAAGTGCTA
CCTTGACCTACAATGACTACCTGTTCACATGCCGTACGCTCGATCAGCTGGCAACAAGAG
GATCTGCGAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAAG
GATGAATACGTTTACGAATTGTCCTCCAAGCAGTGCGTCAAGAAAGAAGATGCAACAGG
CACAGTCCTTCAAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTTCGAGGCGCT
GCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCGG
GTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACCACACGCGACTTGGTCGCTAGT
GGAAAAAAAGAGAACTGTGAGGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTTAA
98 
 
AAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCGAC
ACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCT
GCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGT
GAACCAGCTCCAGATGCGGATGCATTACAATCACGAGATCAGTGACCGCGTTCTGCGGA
AGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATTGTTTCAAACCTCAATTATG
AAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGCCGGTATTGATTGATACAACCGGG
TCTACCAAGCCTGACAAAGAAGCGTTGGTATTGACGTGCTTCCGCGGGTGGGTCAAAGA
TTTAAAAATTCTCTACCCACACAACGAGCTCATGACTGCGGCTGCCTCACAGGGTCTGAC
TCGTGAAAAGGTGTACGCCGTTCGTTGCCGCGTCACGTCGAACCCACTCTACGAGCCGAC
TTCTGAGCACATTACTGTCCTTCTGACGCGCACTAACGACGAACTGGTCTGGAAGACACT
GCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCCCCGAAAGGAGACTACTCCGCCAC
CATGGAGGACTGGGAGGATGAGCACAACGGTATCTTGGCGGCTCTCAGAGAAGCATGTG
TCCCACGGATGAACTTCGCGCACGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAGC
CGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCGGAGGACTTCAACCGCATCTTTCC
GGCGTTCCGAGAGGACAAGCCGCATTCGGCTTTGGCAGCCTTGGATGCTGTCGCCGCTCT
AGTGTGGGGCCTGGATACATCTTCGGGCATCTTGAGTGGAAAAGGCAGTTTCATGCGTCT
GGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATGAGTATGGCCTCAACCTGGACG
CACTGGAAGGCTACGAGATCGCCAACCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGTGAATGCTACGACATCGAAACGGGCAAGTTGGTGCCCATGGATCCTGGTAGGGT
CCAAGTGCCGATTAACCGGGTTGTGCCCCATGTGCTTGTGGACACTTCCGCAGCGGCCAA
ACCAGGTTTTCTGGAAAACAGGCTCTCAGTTGACAGATGGGACCAAGTGCACAGCTTCA
AAACAAGAGCAGCAGTCAAGTTTGCAGAGCTGACGAAGCGCGTCTCATACAACTCAGTT
CTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAGGGTAAGAC
CGTTACATGTGTCTCCGAACAGTGGGACTCTAAGCCGAGAGGCGCTGTGGTCATTACAGC
CGACATCAACGGCCCACTTAACAACCTAGGCATCTTCGACCTGGTGTTTTGTGACGCAGC
CGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACAT
CAGCATGTAAACACGGGGTGGAGCGCACAGCCAAGGGCGGAGTATTCATTGTGAAGGCG
TACGGAATGGCAGACCGCCGGACAGAGAGGGCAGTGGAATGCACAGCGAGGTATTTCA
AGTCCGTCTCGGTCGAAAAACCCGTCTCCTCCCGCATAACCAACGTGGAAGTCTTTTTTA
AATTTTCCGGACGCTGTCGCCCGCATGCTCGTTCCATTGCACACTTGGGCCCTCAACTGA
CCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATGCTGGCGAGAGGAAGTGTCGCT
GACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGTAGGAGCCGCGCCGGGCTACAG
AGTCCTCAACAAGAACATCATCACTGCCGAAGAAGAAGTCTTGGTTAATGCCGCCAACA
GCAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCTACGGCGCATTCGGGGACGCT
TTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTGGTCCGAGGACTCGAGGCCAC
CATCATCCACGCAGCCGGAGCTGATTTCAGAGAGGTCGATGAAGAAACCGGTGCACGAC
AGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCACTGCTAACGGTATTACCAGC
GCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGGTCGAAACAGACTGGAACAG
TCCTTCGGCGCACTAGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGC
CTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATCGACGATCACGCTCGCGAAGA
GTTCGACGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCTAATGCGATGTGT
GACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTGTGGGTGCCCAAACATAGTAC
TCTGGCCGGAAGACCGGGATATAGTGCCACTTACGGCGACCGCAGATCTCTTTTTGTCGG
CACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAGCGGCTTGGCCTAGGAC
CAAAGAAGCCAATGCCAAACTCATCGAGTACATACGAGGGCAACACCTCGTTGACGTCC
TAAAAAGTTGTCCAGTCAACGACATACCGGTAGGTAGACCGCCTTCTAGCCTGCCCTGCG
GTTGCATTTATGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGCCGCAAGAA
GGTTTTGTGGTATGCAGTGCATTCAAACTGCCGCTCACCAACATCCAAGACGTCACCAAA
GTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGCGCTACTTGCAAGA
GAGGCGCCCAGTGCAGGCCGCCGCGAGGCAGCCCAGGCCGGCAATTGTGGCTGCCAGCG
TCGCCGGCACAGCCACGAGTCGCCGCACACCCGCGCCGGGCTCGGTGCAGGTGCGCCTA
99 
 
CTGCCGCCAAGAGACGGCACGGTATCCCGCAGTTCTCGCACGAGTTCGCAGTCCAGCGTC
ACCTCGTCAGCGGGACCCATGATGCCGGTGCCCCGAAGGGCGCCAGTCGCGCCAGCGGC
ATCATTGGCGGGCAGCGTCCACAGCCATAGTGTGCGCAGCGCCCCTGCCATTCTGAGGGC
CGTCAGCACAGGAGCCAGAAGCGTGCGCAGCTTAACCGGGCACAGAGATGATGCCGTTA
GCGTCGCCGGTTCGGTGAGACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCCGCC
GCGCCTAGAGGGCTAACACGGGAACAGTTCGGCGCCGTAAGAGCTAGGGCCCGCAGGG
ACCTAGAGTTGGAGGGATCGGAGCATGGCAGCCAGGCCAGCTTCCGTTCCGGCTCGCTG
GTGGTGGGGAGCACCGCCAGTAGCTACAGCCAACGTCCTGACGACCAGGACACGGGCTC
TGAACCCTCAGGCCGCGGCGCCGCCGTGAGGACACGGCGCAGAGGGCAACGTGACGGCC
CCGGAGGGTATATATTCTCTTCTGACCAAGGTACAGCTCATCTCAGCCAGCATAACACCC
AGACAAACAACACTACGGAGGTGTTGATGAGAACGTCGGTACTGCCAAGTAACGACCAT
GGTACTCCAGATCTGCCTGCAGAGATGAAGAAGAGGCTGGCGTACCAGATGCGCCCCAC
TCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCACAACATGAAACACAAGATCG
TTCAATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAACATGCTCTGCCGCTGT
GGAAAAACACCTTTCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGT
GTCAATACAGCGATTGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACTTTAAGC
TCGTTCGGAGTCACGGACAAGTACGACGCTTATTTGGACATGGTTGATGGGCTCAACTGC
AACCTCGACACAGTGACGTTTGACCCTGCTAAGGTGCGTTCTCTGCCGAAGAAATCAGAG
TATAACCAGCCGCTCATACAGTCCCAAGTGCCCGGTCCTATGGCATCTACTCTGCAAAGC
ATCCTTATGGCCGCCACCAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCTAC
CATGGACTCAGCGGCAATGAACGTGGAGGCTTTCAAGAAATTTGCCTGTAAAGACACCG
ACCTGTGGACTGAGTTTGCAGAAAAACCCGTAAGGTTGTCGCCCGGCCAAATTGAAGAG
TACGTCTTTCACTTACAAGGGGCTAAGGCCAACGTGATGCACAGCAGAGTCGAAGCCGT
ATGCCCTGACCTTTCGGAGGTGGCTATGGACAGATTCACACTGGACATGAAACGCGACG
TTAAAGTGACGCCGGGCACGAAACATGTAGAGGAGAGACCCAAGGTTCAAGTGATTCAG
GCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCTATCCATAGAGAGCTAGTCCGAAG
GTTGAAAGCCGTCCTAAAACCATCCATACATGTGTTGTTCGACATGAGTTCCGAGGACTT
CGACGCTATCGTGGGCCACGGGATGAAGCTGGGCGACAAGGTGCTGGAAACGGACATCT
CCTCATTCGATAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGTTGATGCTGCTGGAA
GATTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCGAGGCGTCCTTCGGCGACATCACT
TCTGTCCACCTGCCTACAGGCACCAGATTCCAGTTTGGATCGATGATGAAGTCCGGGCTT
TTCCTGACGTTGTTCGTGAATACGCTGCTTAACATCACCATAGCCGCCCGAGTCTTACGG
GAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCGACGACAACGTCATAACCGG
AGTAGTGTCCGATGATATGATGGTGGCCAGGTGCGCGTCCTGGCTGAACATGGAGGTGA
AGATCATGGACATGGAGATCGGCGATAGGAGTCCTTATTTTTGTGGCGGCTTCCTGTTAC
TCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAG
ATGGGAAAACCAGCCTTGAACGATCCGGAAACGGATGTGGACAGATGCCGCGCATTGCG
CGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCCGCCG
CTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACAATGGCGATGGCCACGCTCGCCC
AGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGCCTAACCTT
AATATTTTCTGCATCATACTCTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCC
TATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTCGAGGACAAGTACAGCCGTATCGG
CCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGGCAACGCTGCTATTGCTGCCCTCGC
GAACCAGATGAGCGCGCTCCAGCTGCAATTGGCTGGACTTGCCGGCCAGGCAAGGGTGG
ACCGTCGTGGACCGAGACGTGTTCAGAAAAACAAGCAGAAGAAGAAGAACTCTTCCAAC
GGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAAGGGAGC
GGCGGTGAAAAAGCCAAGAAGCCGCGGAACCGGCCCGGGAAGGAGGTAAGGATCTCCG
TAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCATGACGGTGCCATATCCGGCTATG
CGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGCACGTGAAGGGTAAGATCGACCAC
CCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCGC
ATACCCTAAGAGCATGCGAGACCAGGCGGCTGAACCAGCAACCATGATGGATGGAGTGT
100 
 
ACAATTGGGAGTACGGCACTATCAGAGTGGAGGACAATGTCGTAATCGATGCGAGCGGC
AGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTCG
GTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCACACGTCTCTCCGTGATAGGTTTCG
ACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCGAGGCCATCCCTTGGACACGCGCA
CCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGCACCTACAACTCCAACACCTTTGATT
GCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTGCTGAACCAAAGAAGGCCATGACTA
TGCTGAAGGACAACCTGAATGACCCGAACTACTGGGACCTGCTCATTGCCGTCACCACCT
GCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACGTCGCCTGTCGCCGTTTACGACACAC
AAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTATAGGGCGTACTGCCCCGATTGTGACG
GAACTGCCTGCATCTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCAC
GTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGGGT
GAAACCTCTCTGCGATACCTGGGAAGGGACGGTAAGGTTTACGCCGCGGACAACACGCG
GCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATTCT
GGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTTGCGGCCACACTGGACGGTACCCGGC
ATCAATGCACCACGGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCAGC
AAGGGCCACCACCTGTCCGATCTGACCAAGAAATGCACCAGGTTCTCCACCACCCCGAA
GAAGTCCGCGCTCTATCTCGTTGATGTGTATGATGCTCTGCCGACTTCTGTAGAGATCAG
CACCGTGGTGACATGCAACGAAGGACAGTGCACAGTGAGGGTGCCACCCGGTACCACAG
TGAAATTCGATAGGAGGTGCAAGAACGCTACCAAAGAGACCGTCACCTTCACCAGCGAC
TCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCCGCCAGCATCACCCAGGGCAA
GCCGCACCTCAGATCGTCAATGTTGCCCAGCGGAGGCAAAGAGGTGAAAGCGAGGATTC
CATTCCCGTTCCCGCCAGAGACTGCGACTTGCAGAGTGAGCATCGCCCCACTGCCATCGA
TTACCTATGAGGAAAGCGATGTTCTGCTGGCCGGCACTGCGAAATACCCCGTGCTGCTAA
CTACACGGAACCTTGGTTTCCATAGCAACGCCACATCTGAATGGATCCAGGGTAAGTACC
TGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAACTAATGTGGGGAAACAACGCACCG
CTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGAGACGCCGACGCGTACCCCTGGGAA
CTTCTGGTGCACCACACCAAGCACCATCCGGAGTACGCGTGGGCGTTTGTAGGAGTTGCA
TGTGGCCTGCTGGCCGTTGCAGCATGCATGTTCGCGTGCGCATGCAACAGGGTGCGGTAC
TCTCTGCTCGCCAACACGTTCAACCCGAACCCACCACCACTGACCGCACTGACTGCAGCA
TTGTGCTGCATACCTGGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTACTTG
TGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATGCGCGGCGCCCGTGGCTTGCATGCT
CATCGTTACATACGCCCTTAGACATTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAG
AGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACA
CACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAGGCGGTGATAAACCGGA
ATGGGTATGACCCCCTGAAGCTTACCATCGCAGTGAACTTTACCGTCATCTCACCAACTA
CGGCACTGGAATACTGGACCTGTGCAGGAGTCCCTGTCGTCGAGCCGCCCCATGTGGGCT
GCTGCACGTCAGTGTCCTGCCCCTCCGACCTCTCCACGCTGCACGCGTTCACCGGCAAAG
CCGTCTCCGACGTGCACTGCGATGTGCACACGAACGTGTACCCCTTGTTGTGGGGTGCGG
CTCACTGCTTCTGTTCCACTGAAAACACGCAGGTCAGCGCTGTGGCCGCCACCGTTTCTG
AGTTCTGTGCTCAGGACTTAGAGCGCGCCGAGGCGTTCAGCGTTCACAGCAGCTCAGTCA
CTGCAGAGATTCTGGTGACGCTTGGTGAAGTGGTGACGGCGGTCCACGTTTACGTGGACG
GGGTAACATCAGCCAGGGGTACCGACCTCAAGATCGTGGCTGGCCCAATAACAACTGAC
TACTCTCCGTTTGACCGCAAAGTAGTCCGTATCGGCGAAGAGGTCTATAATTACGACTGG
CCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAA
CTATGTCAAACCCAATGACCTGTACGGGGACATCGGAATTGAAGTACTGCAGCCGACTA
ATGACCACGTGCACGTGGCTTACACGTATACGACCTCTGGGTTGCTGCGTTGGTTGCAGG
ACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCG
CTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCG
AAGTTCACCCGCAAACTAAAGGACCCGAAACCTTCGGCCCTGAAATGCGTGGTGGACAG
TTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGG
CTGGGAAGTGCGGGATCCATTCCCTGACACCAGGAGTCCCTCTGAGAACATCAGTGGTTG
101 
 
AAGTAGTTGCCGGCGCTAATACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTA
CACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCG
AAGGAACACGTAGTCGCAGCCAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTC
CGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCAT
CCTTGCCGTCACCTACTGCGTGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAA
GAGCTAA 
>Dominant_SCO/G407/09_SAV2 
GCAAAATCTCACAGCTAACCCTTCCGCCGGCTCTACAGTCACTGTAGATTTGCCCGCGGA
CCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCA
ACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTGGA
TTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCACCAGCG
AGAAGAGTCGGGGCACCCGATAATGTCACATACCATAGTGTGTGTCCTCGCAAATGCGC
TGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTTGTCAGGGCTGTGGAGAAAG
GAGATGGACACCTCGTCAGTGACAGAATCACTGACTTGAAGGACGTCCTGGAGAACCCG
GATACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAAGTGAA
GGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTTGATGCGCCGTCTACCATCTACGC
TCAAGCCGACAAAGGCACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTTTCA
CACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGGAGCGACTCGGCGG
TACTGGCAGCAAAAAATCTGCCACTGTGCTACTCAGGGTTATCGGAGGACTCCATTAAAT
GGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTCGGTGG
GTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTTCTACC
TTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGTGATACGGTAGTGAGCTGTGGT
GGCTACGTCGTGAAGAAGATCACGATTTGTGAGGGCATTGTTGGTAGACCCGCGAATGA
GGAATTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCAGACACGA
TCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTCATCTGCGACC
AGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAAACTGCTGGTA
GGACTCAACCAGAGGATCGTGGTCAATGGGACCACCGTCCGGAACGTCAACTCCATGGA
TAACTCGCTGATTCCCGTATTTGCTCGCGCATTGTGCAGCTGGGCAGACGAAGTTCGGCG
GGACATGGAGGACGAACAGGACATGTACGGTGTCACGTCTGTCACCACATGGATCTGTA
TCTGCAGAGCGTATGATAAACGCCAGCAGCATACCTTCTACCGCAGGCCCAAGCAGTCCT
CAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGCCTCCCTCTCCGCCACGT
ACCTCAACCTGCCTCTGAAGCAACTGCTGCTCAACACACTCAAACGTGCGATCAAACCTA
GGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGAGGTGCA
CGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCCTAGTTACATCGCAGATG
TGCTAGGTCAGGACGACGAAGAGGAAGTCGACGACGGAATGTCTAATGTGGACCTTGGC
GAAGAAGACGGGGTGGGTTCTACCATCATCGACTGTCAAAGAGGTACCGTGAAAGTGAT
CACGGCTTTCGGTGACAACACGATGGGAGAATACTTAGTACTATCCCCGGTAACTGTGTT
GCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGAAGAAGTGATGCAGTACG
TCCACAAGGGCCGGACGGGACGTTACGCTATCGAGAAGAACAACCTGAAGGTACTCATC
CCTACGGGAGTGTCCCTCAAGACGGCTCATTTTCAGGCCCTTACTGAAAGTGCTACCTTG
ACCTACAATGACTACCTGTTCACATGCCGTACGCTCGATCAGCTGGCAACAAGAGGATCT
GCAAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAAGGATGA
ATACGTTTACGAATTGTCCTCCAAGCAATGCGTCAGGAAAGAAGATGCAACAGGCACAG
TCCTTCAAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTTCGAGGCGCTGCGTA
AAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCGGGTGCA
GGAAAAACCGCTATCATCACAACCGAAGTAACCACACGCGACTTGGTCGCTAGTGGAAA
AAAGGAGAATTGTGAGGACATCAAGCGATGCGTGTTGGAGAGACGCGGCTTAAAAATAG
CCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCGACACGCTGT
ACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCTGCGGTAA
GACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGTGAACCAG
102 
 
CTCCAAATGCGGATGCATTATAATCACGAGATCAGTGACCGCGTTCTGCGGAAGAACAT
CTCCCGCCGTTGCACTCATACGCTTACGGCCATTGTTTCAAACCTCAACTACGAAGGTAG
AATGAAGACTACGAACCCGTGCAAGAAGCCGGTACTGATTGATACAACCGGGTCTACCA
AGCCTGACAAAGAAGCGTTGGTATTGACGTGCTTCCGCGGGTGGGTTAAAGATTTAAAA
ATTCTCTACCCACACAACGAGCTCATGACTGCGGCTGCCTCACAGGGTCTGACTCGTGAA
AAAGTGTACGCCGTTCGTTGTCGCGTCACGTCGAACCCACTCTACGAGCCGACTTCTGAG
CACATCACTGTCCTTTTGACGCGCACCAACGACGAACTGGTCTGGAAGACACTGCCAAAC
GATCCGCTGATCCCTATACTCTCCAAGCCCCCGAAAGGAGATTACTCCGCCACCATGGAG
GACTGGGAGGATGAGCACAACGGTATCTTGGCGGCTCTCAGAGAAGCATGTGTCCCACG
GATGAACTTCGCGCACGGGAAGCGTAACACCTGTTGGGCAGATCTTGAGTGGAAAAGGC
AGTTTCATGCGTCTGGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATGAGTATGG
CCTCAACCTGGACGCACTGGAAGGCTACGAGATCGCCAACCCACGCATGATCAAAGCGC
TTAAACAACGGCGCGGGCGTGAATGTTACGACATTGAAACGGGCAAGTTGGTGCCTATG
GATCCTGGTAGGGTCCAAGTGCCGATCAACCGGGTTGTGCCCCACGTGCTGGTGGACACT
TCCGCAGCGGCCAAACCAGGTTTCCTGGAAAACAGGCTCACGGTTGACAGATGGGACCA
AGTGCACAGCTTCAAAACAAGAGCAGCAGTCAAGTTCGCAGAGCTGACGAAGCGCGTCT
CATACAACTCAGTTCTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGACTATTGCGTGA
AGAAGGGTAAGATCGTTACATGTGTCTCCGAACAGTGGGACTCTAAGCCGAGAGGCGCT
GTGGTCATTACAGCCGATATCAACGGCCCACTTAACAACCTAGGCATCTTCGACCTGGTG
TTTTGTGACGCAGCCGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGC
CGTGCTATTCACGTCAGCATGCAAACACGGGGTGGAGCGCACAGCCAAGGGCGGGGTAT
TCATTGTGAAGGCGTACGGAATGGCGGACCGCCGGACAGAGCGGGCAGTGGAATGCACA
GCGAGGTATTTCAAGTCCGTCTCGGTCGAAAAACCAGTCTCCTCCCGCATAACCAACGTG
GAAGTCTTCTTCAAGTTTTCCGGACGCTGTCGCCCGCATGCTCGTTCCATTGCACACTTGG
GCCCTCAACTGACCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATGCTGGCGAGA
GGAAGTGTTGCTGACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGTGGGAGCCGC
GCCGGGTTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAAGAAGTCTTGGTTA
ATGCCGCCAACAGCAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCTACGGCGCG
TTCGGGGACGCTTTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTGGTCCGAGG
ACTCGAGGCCACCATCATCCACGCAGCCGGAGCTGACTTCAGAGAGGTCGATGAAGAAA
CTGGTGCGCGACAGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCACTGCTAAC
GGTATCACCAGCGCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGGTCGAAAC
AGACTGGAACAGTCCTTCGGCGCATTAGTGGAGGCGTTCGACACGACAGAGTGCGACGT
CACCATCTACTGCCTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATCGACGATC
ACGCTCGCGAAGAGTTCGACGAGGAAGTGGTTGTGGAAGAAAAAGAGGAACATGAAGC
TGATGCGATGAGTGACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTGTGGGTGC
CCAAACATAGTACTCTGGCCGGAAGACCAGGATACAGTGCCACTTACGGCGACCGCAGA
TCTCTTTTTGTCGGCACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAGCG
GCTTGGCCTAGGACCAAAGAAGCCAATGCCAAACTCATTGAGTACATACGAGGGCAACA
CCTCGTTGACGTCCTAAAAAGCTGTCCAGTCAACGACATACCGGTACCGCCTTCTAGCCT
GCCCTGCGGTTGCGTTTACGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGC
CGCAAGAAGGTTTTGTGGTATGCAGTGCATTCAAACTACCGCTCACCAACATCCAAGATG
TCACCAAAGTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGCGCTAC
TTGCAAGAGAGGCGCCCAGCGCAGGCCGCCGCGAGGCAGCCTAGGCCGGCAACTGTGGC
TGCCAGCGTCGCCGCGAGTCATACAGCCAATAGGACCAGCACAGCCACTCTCGCACGGG
TTCGCAGTCCAGCGTCACCTCGTCAGCGGGATCCATAATGCCGGTGCCCCGAAGGGCGCC
AGTCGCGCCAGCGGCATCATTGGCGGGCAGCGTCCACAGCCATAGTGTGCGCAGCGCCC
CTGTCATTCTGAGGGCCGCCAGCACAGGTGCCAGAAGCGTGCGCAGTGTCCAGTCCGGC
TTAACCGGGCACAGAGAGAATGCCGTTAGCGTCGCCAGCTCGGTAAGACAGCCCAGTGG
GCCGCCCAGCAGCGTGAGCACGCCCGCCGCGCCTAGAGGGCTAACACGGGATCAGTTCG
GCGCCGTGAGAGCTAGGGCCCGCAGGGACCTAGAGTTGGAGGGATCGGAGCATGGCAG
103 
 
CCAGGCCAGTTTCCGTTCCGGCTCGCTGGTGGTGGGGAGCACCGCTAGTAGCTACAGCCA
ACGTCCTGACGACCAGGACACGGGCTCTGAGCCCTCAGGCCGCGGCGCCGCCGTGAGGA
CACGACGCAGAGGGCAACGGGACGGCCCCGGAGGGTATATATTCTCTTCTGACCAAGGT
ACAGCTCATCTCAGCCAGCATAACACCCAGACAAACAACACTACGGAGGTGTTGATGAG
AACGTCGGTACTGCCAAGTAACGACCATGGTACTCCAGATCTGCCTGCAGAGACGAAGA
AGAGGCTGGCGTACCAGATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCG
AAGGTCCACAACATGAAACACAAGATCGTTCAATGTTTGCAGCGAGGTGCCGGGCACTA
CCTGAGAGAGCAACATGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTC
CGACGCCTGCGTGGTGAAGTTCGAGAGTGTCAACACAGCGATTGTTGCAGCCAACATGTT
CATAGGGTGCAACTACCCCACTTTAAGCTCGTTCGGAGTCACGGACAAGTACGATGCTTA
TTTGGACATGGTTGATGGGCTCAACTGCAACCTCGACACCGTGACGTTTGACCCTGCTAA
GGTGCGTTCTCTGCCGAAGAAATTAGAATACAACCAGCCGCTCATACAGTCCCAAGTGCC
CGGTCCTATGGCATCTACTCTGCAAAGCATCCTTATGGCCGCCACCAAACGCAACTGCAA
CGTCACGCAGATGAGAGAGCTCCCTACCATGGACTCAGCGGCAATGAACGTGGAAGCTT
TTAAAAAATTCGCCTGTAAAGACACCGATCTGTGGACTGAGTTCGCAGAAAAACCCGTA
AGGTTGTCGCCCGGCCAAATTGAAGAGTACGTCTTTCACTTACAAGGGGCTAAGGCCAA
CGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTTTCGGAGGTGGCTATGGACA
GATTCACACTGGACATGAAACGCGACGTTAAAGTGACGCCGGGCACGAAACATGTAGAG
GAGAGACCTAAGGTTCAAGTGATTCAGGCGGCCGATCCTATGGCCACCGCGTACTTGTGC
GCTATCCATCGAGAGCTGGTCCGAAGATTGAAAGCCGTCCTAAAACCATCCATACATGTG
TTGTTCGACATGAGTTCCGAGGACTTCGACGCTATCGTGGGCCACGGGATGAAGTTGGGC
GACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGC
GGTTACGGCGTTGATGCTGCTGGAAGACTTGGGCGTAGAGGAGGATCTCCTGACCCTCAT
CGAGGCGTCCTTCGGCGACATCACTTCTGTCCACCTGCCTACAGGCACTAGATTCCAGTT
TGGATCGATGATGAAGTCCGGGCTATTCCTGACGTTGTTCGTGAATACGTTGCTTAACAT
CACCATAGCCGCCCGAGTCTTACGGGAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTAT
TGGCGACGACAACGTCATAACCGGAGTAGTGTCCGATGACATGATGGTGGCCAGGTGTG
CGTCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAGATCGGCGATAGGAGTCCT
TATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCG
GACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCTTGAACGACCCGGAAACGGA
TGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTC
AGTGGCCACTGCAGGTGGCCGCCGCTACACGCTATGGCGTGAATCACCTGCCGTTAGCCA
CAATGGCGATGGCCACGCTCGCCCAGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAA
TACGTATCCCTCTACGCCTAACCTTAATATTTTCTGCATCATACTCTCAACCAACCATGTT
TCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTCGCACCGGCTTC
TCGAGGACAAGTACAGCCGTATCGGCCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCG
GCAACGCTGCTATTGCTGCCCTCGCGAACCAGATGAGCGCGCTCCAGCTGCAGGTGGCTG
GACTTGCCGGTCAGGCAAGGGTGGACCGTCGTGGACCGAGACGTGTTCAGAAGAACAAG
CAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAA
AACAACAGGAGAAGAAAGGGAGCGGCGGTGAAAAAGTCAAGAAGCCACGGAACCGGCC
CGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACC
ATGACGGTGCCATATCCGGCTATGCGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGC
ACGTGAAGGGTAAGATCGACCACCCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAG
GACATGGACCTCGAAGCAGCCGCATACCCCAAGAGCATGCGAGACCAAGCGGCTGAACC
AGCAACCATGACGGATGGAGTGTACAACTGGGAATACGGCACTATCAGAGTGGAGGACA
ATGTCGTGATCGATGCGAGCGGCAGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACC
GACAACTCAGGAAAGGTTGTCGGTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCAC
ACGTCTCTCCGTGATAGGTTTCGACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCG
AGGCCATCCCTTGGACACGCGCACCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGTA
CCTACAACTCCAACACCTTTGACTGCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTG
CTGAACCAAAGAAGGCCATGACTATGCTGAAGGACAACCTGAATGACCCGAACTACTGG
104 
 
GACCTGCTTATTGCCGTCACCACTTGCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACG
TCGCCTGCCGCCGTTTATGACACACAAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTAT
AGGGCGTACTGCCCCGATTGTGACGGAACTGCCTGCATCTCGCCGATAGCTATCGACGAG
GTGGTAAGTAGCGGTAGTGACCACGTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTG
ACCGCTAAAGGCGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGTAA
GGTTCACGCCGCGGACAACACGCGGCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGC
TGCAGGCCACTGGCCACTACATTCTGGCCAACTGCCCAGTGGGGCAGAGTCTTACTGTTG
CGGCCACACTGGACGGCACCCGGCATCAATGTACCACGGTTTTCGAACATCAAGTAACG
GAGAAGTTCACAAGAGAACGCAGCAAGGGCCACCACCTGTCCGATCTGACCAAGAAATG
CACCAGGTTTTCCACCACCCCGAAGAAATCCGCGCTCTATCTCGTGGATGTGTATGACGC
TCTGCCGATTTCTGTAGAGATCAGCACCGTGGTGACATGCAACGAAAGTCAGTGCACAGT
GAGGGTGCCACCCGGTACCACAGTGAAATTCGATAAGAAGTGCAAGAACGCTGCCCAAG
AGACCGTCACCTTCACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACG
GCCGCCAGTATCACCCAGGGCAAGCCGCACCTTAGATCGTCAATGCTGCCCAGCGGAGG
CAAAGAGGTGAAAGCGAGGATTCCATTCCCGTTCCCGCCAGAGACTGCGACCTGCAGAG
TGAGTGTCGCCCCACTGCCATCGATCACCTATGAGGAAAGCGATGTCCTGCTGGCCGGCA
CTGCGAAATACCCCGTGCTGCTAACTACACGGAACCTTGGTTTCCATAGCAACGCCACAT
CCGAATGGATCCAGGGTAAGTACCTGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAA
CTAATGTGGGGGAACAACGCACCGCTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGG
GACGCCGACGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCGGAGTA
TGCGTGGGCGTTTGTAGGAGTTGCATGTGGCCTGCTGGCCGTTGCAGCATGCATGTTTGC
GTGCGCATGCAACAGGGTGCGGTACTCTCTGCTCGCCAACACGTTCAACCCGAACCCACC
ACCACTGACCGCACTGACTGCAGCACTGTGCTGCATACCTGGGGCTCGCGCGGATCAACC
CTACCTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATG
CGCGGCGCCCGTGGCTTGTATGCTCATCGTCACATACGCCCTTAGACACTGCAGATTGTG
CTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGT
ACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGT
CGTACGAGGCGGTGATAAACCGGAATGGGTATGACCCCCTGAAGCTGACCATCGCAGTG
AATTTCACTGTCATCTCACCAACTACGGCTCTGGAATACTGGACCTGTGCAGGAGTCCCT
GTCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCAGTGTCCTGCCCCACCGACCTCTCC
ACGCTGCACGCGTTCACCGGCAAAGCCGTCTCCGACGTGCACTGCGATGTGCACACAAA
CGTGTACCCCTTGTTGTGGGGTGCGGCTCACTGCTTTTGTTCCACTGAAAACACGCAGGT
CAGCGCTGTGGCCGCCACCGTTTCTGAGTTCTGCGCTCAGGACTCAGAACGCGCCGAGGC
GTTCAGCGTTCACAGCAGCTCAGTCACTGCAGAGATCCTGGTGACGCTTGGTGAAGTGGT
GACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGTACCGACCTCAAGA
TCGTGGCTGGCCCAATAACAACTGACTACTCCCCGTTTGATCGCAAAGTAGTCCGTATCG
GCGAGGAGGTCTATAACTACGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTC
GGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAATGATCTGTACGGGGATAT
CGGGATTGAAGTACTGCAGCCGACTAATGACCACGTGCACGTGGCTTACACGTATACGA
CCTCCGGGTTACTGCGTTGGTTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGC
ACGGTTGTAAGATCAGTGCTAACCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCC
CCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAACTAAAGGATCCGAAACCA
TCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACTACGGGGGCGCCGC
CACGATCACCTACGAGGGTCACGAGGCTGGGAAGTGCGGGATCCACTCCCTGACACCAG
GAGTCCCTCTGAGAACATCAGTGGTTGAAGTAGTTGCCGGCGCTAATACCGTCAAAACG
ACCTTCTCCTCACCCACGCCCGAGGTCACACTCGAGGTAGAGATCTGTTCGGCAATAGTG
AAGTGCGCCAGTGAGTGCACTCCACCGAAGGAACACGTAGTCGCAGCCAGGCCTCGCCA
TGGCAGCGACACTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTG
TAGGGACCCTAGTGGTCCTGTTCCTCATCCTTGCCGTCACCTACTGCGTGGTGAAGAAGT
GCCGCTCTAAAAGAATCCGGATAGTCAAGAGCTAA 
105 
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ATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCCGCG
GACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAG
CAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTG
GATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCACCAG
CGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAATGC
GCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGAGAG
AGGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGAACC
CGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAAGTA
AAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATCTAC
GCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTT
TCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTCGG
CGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGACTCCATCA
AATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTCGG
TGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTTCT
ACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCTGT
GGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGTATCGTCGGTATTCCCGCGAA
GGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGATA
CGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTGTG
ATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCTG
GTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCAT
GGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTCG
GCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATCT
GTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCAG
TCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGCC
ACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAAA
CCTATGGATCAGGCCATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGGT
GCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCAG
ACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGGA
CCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTGA
AAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGTG
ACCGTGTTGCGCACCAGGAAACTGGCTATTCTGCTCGGACCACTCGCGGAAGAAGTGAT
GCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAGG
TACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGTG
CTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACAA
GAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCG
AGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAAC
AGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGC
GCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTC
CGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGCT
AGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTT
GAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTCA
ATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCG
CTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGT
GTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCGG
AAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATCGTTTCAAACCTCAACTAC
GAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCGG
ATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAGG
ATCTAAAAATCCTCTATCCTCACAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTGA
CCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGAGCCGA
106 
 
CCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACAC
TGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCTA
CCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTGT
GTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCAG
CCGGGTGCTGCATGAGGCGGGTGTCCAGATAACGCCGGAGGACTATAACCGTATCTTTCC
GGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACTCT
CGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGGCT
GGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGACG
CACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGGGT
CCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCAGCCAA
ACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTTCA
AGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAGTC
CTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAAC
CGTCACAAGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGG
CAGATATCAACGGCCCACTTAACAACCTGGGTATCTTCGACCTAGTGTTTTGTGACGCAG
CTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACAT
CAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAGGCG
TACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATTTCA
AGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCTTCA
AGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAACTGA
CCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTCGCT
GACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTACAG
AGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCAACA
GCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGACGCG
TTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTAC
CATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGCGGC
AGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACCAGC
GCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAACAG
TCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGC
CTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGAAGA
GTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATGAGT
GACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAGCAC
TCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGTCGG
CACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAAGAC
CAAGGAAGCCAATGCTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACGTTC
TAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCTGTG
GCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTACTGAAACAAAGACCGCAGGAA
GGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACCAAG
GTGGAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCAGGA
GAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCAGTG
TCGCCGCGAGTCACACAGCCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCTGCG
CCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAGTTCT
CGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCGCCCCG
AAGGGCGCCAGCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTGTGC
GCAGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAA
TCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACAGCC
CAGCGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGGACC
AGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAGCAC
GGCAGTCAATCCAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGCTAT
AGCCAACGCTCCGACGATCAGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGCCGT
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GAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTGATC
AAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACGGAAGTGTTG
ATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGAAAC
GAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGT
CCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCCGGG
CACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAG
GTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAGCCA
ACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGATAAGTACG
ATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCGACC
CTGCCAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGTCCC
AAGTACCCGGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAACGTA
ACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAACGTG
GAGGCTTTTAAAAATTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAAAA
ACCAGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGCCA
AGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGGCT
ATGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAGCA
CGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGT
ACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGTCT
ATACACGTGTTGTTCGATATGAGTTCAGAGGATTTTGATGCTATCGTGGGCCATGGGATG
AAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCA
AGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTAGAAGAAGACCTCC
TGACCCTAATTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCACCA
GATTTCAGTTTGGATCGATGATGAAGTCTGGACTTTTTCTGACGCTGTTCGTGAACACGCT
GCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTGTGC
CGCGTTTATCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGTGG
CCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCAAC
ATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGC
CGAGTGTCGGACCCCGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATCC
AGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGA
GTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCACCT
GCCGCTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGCG
CGCGAGGGGAGTACGTATCCCTCTACGTCTAACCTTAATATTTTCTGCATCATACTTCCAA
ACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTT
GCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGA
GCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTT
GCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTC
AGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAA
GAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGAC
TAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCT
TCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTAT
TCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTC
CAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCA
AGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCA
GAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGG
CAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCG
ATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGGAG
ATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATG
GTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGAC
TGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAACGA
CCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAAGAG
GGCTGTGTCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCAGC
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TGCCCCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGAT
AGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTT
CTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTG
GGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACTGC
AAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGC
AGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTTCG
AACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGAC
ATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTT
GATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAACGAC
AGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGATAAGAAATGCAA
GAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGA
GCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGT
TGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACC
GCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGATGT
CCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCA
TAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCACGC
CTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTC
AGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAA
GCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGC
AGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTT
CAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGG
CTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGG
CCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTA
GGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGG
TCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAG
CTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACC
TGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGC
CCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCG
ATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCG
AGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAG
AGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACG
CTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGG
CACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAA
AGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCG
ACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATC
TGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCT
TACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGT
GTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGG
GTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAG
GATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTA
CGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATT
CCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAAT
ACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAAC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G424/09_SAV2 
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ATGATGCAAAATCTCACAGCTAACCCTTCCGCCGGCACTACAGTCACTGTAGACTTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGCGAGAAGAGTCGGGGCACCCGATAATG
TCACATACCATAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTT
ACGCCAGGAAACTTGTCAGGGCTGTGGAGAAAGGAGATGGACACCTCGTCAGTGACAGA
ATCACTGACTTGAAGGACGTCCTGGAGAACCCGGATACGTCACTGGAAACCACCAGTAT
CTGCCTGAACGACGACGTGAGTTGTAAAGTGAAGGCCGATATTGCAGTGTACCAGGATG
TGTACGCAGTTGATGCGCCGTCTACCATCTACGCTCAAGCCGACAAAGGCACGCGAGTG
GTATACTGGATCGGGTTCGAGCCGTTCGTGTTTCACACGGACGCTATGGCGGGCAGCTTC
CCGCTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCAAAAAATCTGCCACT
GTGCTACTCAGGGTTATCGGAGGACTCCATTAAATGGAGATTCCGTTTCCGTGACAAGCC
ACTGGTACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACC
GAGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGT
ACACATGCCGTTGTGATACGGTAGTGAGCTGTGGTGGCTACGTCGTGAAGAAGATCACG
ATTTGTGAGGGCATTGTTGGTAGACCCGCGAATGAGGAATTGGCCACCTCGTACCACCGT
GATGGAGTGGTGGTGACCAAGTTCTCAGACACGATCAACCACGAACAGGTGTCGTTCCC
AGTGGTGACCTACATCCCTGCCGTCATCTGCGACCAGATGACCGCCATGACGGCTAACCC
CGTCAAATATCCGGATGTCGTCAAACTGCTGGTAGGACTCAACGTGGTCAATGGGACCA
CCGTCCGGAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTTGCTAGCGCATTGT
GCAGCTGGGCAGACGAAGTTCGGCGGGACATGGAGGACGAACAGGACATGTACGGTGT
CACGTCTTGGATCTGTATCTGCAGAGCGTATGATAAACGCCAGCAGCATACCTTCTACCG
CAGGCCCAAGCAGTCCTCAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGC
CTCCCTCTCCGCCACGTACCTCAACCTGCCTCTGAAGCAACTGCTGCTCAACACACTCAA
ACGTGCGATCAAACCTAGGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACG
ATGCAGCTGAGGTGCACGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCC
TAGTTACATCGCAGATGTGCTAGGTCAGGACGACGAAGAGGAAGTCGACGACGGAATGT
CTAATGTGGACCTTGGCGAAGAAGACGGGGTGGGTTCTACCATCATCGACTGTCAAAGA
GGTACCGTGAAAGTGATCACGGCTTTCGGTGACAACACGATGGGAGAATACTTAGTACT
ATCCCCGGTAACTGTGTTGCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGA
AGAAGTGATGCAGTACGTCGTACTCATCCCTACGGGAGTGTCCCTCAAGACGGCTCATTT
TCAGGCCCTTACTGAAAGTGCTACCTTGACCTACAATGACTACCTGTTCACATGCCGTAC
GCTCGATCAGCTGGCAACAAGAGGATCTGCGAAAAACACTGACGAAGTCTACTACAAGC
TTGTTGACGCCGCTAAGGCGAAGGATGAATACGTTTACGAATTGTCCTCCAAGCAATGCG
TCAAGAAAGAAGATGCAACAGGCACAGTCCTTCAAGGGGACATATGCAATCCGCCTTAC
CACCAGTTTGCCTTCGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACAC
GATTGGCATCTACGGGGTTCCGGGTGCAGGAAAGACCGCTATCATCACAACCGAAGTAA
CCACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAGGACATCAAGCGGTGC
GTGTTGGAGAGACGCGGCTTAAAAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGT
GCATACCGAGGAGCGGTCGACACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGG
CACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGA
CCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTATAATCACGAGA
TCAGTGACCGCGTTCTGCGGAAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCA
TTGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGCCG
GTACTGATTGATACAACCGGGTCTACCAAGCCTGACAAAGAAGCGTTGGTATTGACGTG
CTTCCGCGGGTGGGTTAAAGATTTAAAAATTCTCTACCCTCACAACGAGCTCATGACTGC
GGCTGCCTCACAGGGTCTGACTCGTGAAAAAGTGTACGCCGTTCGTTGCCGCGTCACGTC
GAACCCACTCTACGAGCCGACTTCTGAGCACATCACTGTCCTTTTGACGCGCACCAACGA
CGAACTGGTCTGGAAGACACTGCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCCCC
GAAAGGAGACTACTCCGCCACCATGGAGGACTGGGAGGATGAGCACAACGGTATCTTGG
CGGCTCTCAGAGAAGCATGTGTCCCACGGATGAACTTCGCGCACGGGAAGCGTAACACC
110 
 
TGTTGGGCAGTTACAAGCAGCCGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCGGA
GGACTTCAACCGCATCTTTCCGGCGTTCCGAGAGGACAAACCGCACTCGGCTTTGGCAGC
CTTGGATGCTGTCGCCGCTCTCGTGTGGGGCCTGGATACATCCTCGGGCATCTTGAGTGG
AAAAGGCAGTTTCATGCGTCTGGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATG
AGTATGGCCTCAACCTGGACGCACTGGAAGGCTACGAGATCGCCAACCCACGCATGATC
AAAGCGCTTAAACAACGGCGCGGGCGTGAATGTTACGACATTGAAACGGGCAAGTTGGT
GCCTATGGATCCTGGTAGGGTCCAAGTGCCGATCAACCGGGTTGTGCCCCACGTGCTGGT
GGACACTTCCGCAGCGGCCAAACCAGGTTTCCTGGAAAACAGGCTCACGGTTGACAGAT
GGGACCAAGTGCACAGCTTCAAAACCAGTTCTCGACCTTGGGGCCGCCCCGGGAGGAGT
GACCGACTATTGCGTGAAGAAGGGTAAGACCGTTACATGTGTCTCCGAACAGTGGGACT
CTAAGCCGAGAGGCGCTGTGGTCATTACAGCCGATATCAACGGCCCACTTAACAACCTA
GGCATCTTCGACCTGGTGTTTTGTGACGCAGCCGGACCACGACGCTATCACCACTACGCG
CAGTGCGAAGACCACGCCGTGCTATTCACGTCAGCATGCAAACACGGGGTGGAGCGCAC
AGCCAAGGGCGGGGTATTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGGACAGAGC
GGGCAGTGGAATGCACAGCGAGGTATTTCAAGTCCGTCTCGGTCGAAAAACCAGTCTCC
TCCCGCATAACCAACGTGGAAGTCTTCTTCAAGTTTTCCGGACGCTGTCGCCCGCATGCT
CGTTCCATTGCACACTTGGGCCCTCAACTGACCGACATCTATGCTCGCACGAGGAAGGCG
TACAAAATGCTGGCGAGAGGAAGCGTTGCTGACAAGGTGAAAGTGGCAGAGATCCTCAA
CTCGATGGTGGGAGCCGCGCCGGGTTACAGAGTCCTCAACAGGAACATCATCACTGCCG
AAGAAGAAGTCTTGGTTAATGCCGCCAACAGCAACGGCAGACCCGGCGACGGTGTGTGT
GGTGCGCTCTACGGCGCGTTCGGGGACGCTTTCCCCAACGGTGCGATCGGCGCGGGAAA
CGCGGTCCTGGTCCGAGGACTCGAGGCCACCATCATCCACGCAGCCGGAGCTGACTTCA
GAGAGGTCGATGAAGAAACTGGTGCGCGACAGCTGAGAGCAGCATACCGCGCGGCGGC
TACTTTAGTCACTGCTAACGGTATCACCAGCGCTGCCATCCCTCTGCTGAGTACACACAT
CTTTTCCAACGGTCGAAACAGACTGGAACAGTCCTTCGGCGCATTAGTGGAGGCGTTCGA
CACGACAGAGTGCGACGTCACCATCTACTGCCTGGCCAACAACATGGCCGCGAGGATCC
AGCAACTAATCGACGATCACGCTCGCGAAGAGTTCGACGAGTGACACGGAGACGCTGTC
CAGCTTCGGCGACGAAACGGTGTGGGTGCCCAAACATAGTACTCTGGCCGGAAGACCAG
GATACAGTGCCACTTACGGCGACCGCAGATCTCTTTTTGTCGGCACGAAGTTCCACCGTG
CCGCAGTTGCTATGTCGTCAATCGAAGCGGCTTGGCCTAGGACCAAAGAAGCCAATGCC
AAACTCATTGAGTACATACGAGGGCAACACCTCGTTGACGTCCTAAAAAGCTGTCCAGTC
AACGACATACCGGTAGGTAGACCGCCTTCTAGCCTGCCCTGCGGTTGCATTTACGCCATG
ACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGCCGCAAGAAGGTTTTGTGGTATGCAG
TGCATTCAAACTACCGCTCACCAACATCCAAGATGTCACCAAAGTGGAGTGCACGGTGA
GAGCACCTGCAGAGGAACCTAGACCGGTGCGCTACTTGCAAGAGAGGCGCCCAGCGCAG
GCCGCCGCGAGGCAGCCTAGGCCGGCAACTGTGGCTGCCAGCGTCGCCGCGAGTCATAC
AGCCAGTAGGACCAGCACAGCCACGAGTCGCCGTACACCCGCGCCGGGCTCGGTGCAGG
TGCGCCTACTGCCGCCAAGAGACGGCACGGTATCCCGCAGTTCTCGCACGGGTTCGCAGT
CCAGCGTCACCTCGTCAGCGGGATCCATAATGCCGGTGCCCCGAAGGGCGCCAGTCGCG
CCAGCGGCATCATTGGCGGGCAGCGTCCACAGCCATAGTGTGCGCAGCGCCCCTGCCATT
CTGAGGGCCGCCAGCACAGGTGCCAGAAGCGTGCGCAGTGTCCAGTCCGGCTTAACCGG
GCACAGAGAGAATGCCGTTAGCGTCGCCAGCTCGGTGAGACAGCCCAGTGGGCCGCCCA
GCAGCGTGAGCACGCCCGCCGCGCCTAGAGGGCTAACACGGGATCAGTTCGGCGCCGTG
AGAGCTAGGGCCCGCAGGGACCTAGAGTTGGAGGGATCGGAGCATGGCAGCCAGGCCA
GTTTCCGTTCCGGCTCGCTGGTGGTGGGGAGCACCGCTAGTAGCTACAGCCAACGTCCTG
ACGACCAGGACACGGGCTCTGAGCCCTCAGGCCGCGGCGCCGCCGTGAGGACACGACGC
AGAGGGCAACGGGACGGCCCCGGAGGGTATATATTCTCTTCTGACCAAGGTACAGCTCA
TCTCAGCCAGCATAACACCCAGACAAACAACACTACGGAGGTGTTGATGAGAACGTCGG
TACTGCCAAGTAACGACCATGGTACTCCAGATCTGCCTGCAGAGACGAAGAAGAGGCTG
GCGTACCAGATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCA
CAACATGAAACACAAGATCGTTCAATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAG
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AGCAACATGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCT
GCGTGGTGAAGTTCGAGAGTGTCAACACAGCGATTGTTGCAGCCAACATGTTCATAGGG
TGCAACTACCCCACTTTAAGCTCGTTCGGAGTCACGGACAAGTACGATGCTTATTTGGAC
ATGGTTGATGGGCTCAACTGCAACCTCGACACCGTGACGTTTGACCCTGCTAAGGTGCGT
TCTCTGCCGAAGAAATCAGAATACAACCAGCCGCTCATACAGTCCCAAGTGCCCGGTCCT
ATGGCATCTACTCTGCAAAGCATCCTTATGGCCGCCACCAAACGCAACTGCAACGTCACG
CAGATGAGAGAGCTCCCTACCATGGACTCAGCGGCAATGAACGTGGAAGCTTTTAAAAA
ATTCGCCTGTAAAGACACCGATCTGTGGACTGAGTTCGCAGAAAAACCCGTAAGGTTGTC
GCCCGGCCAAATTGAAGAGTACGTCTTTCACTTACAAGGGGCTAAGGCCAACGTGATGC
ACAGCAGAGTCGAAGCCGTATGCCCTGACCTTTCGGAGGTGGCTATGGACAGATTCACA
CTGGACATGAAACGCGACGTTAAAGTGACGCCGGGCACGAAACATGTAGAGGAGAGAC
CTAAGGTTCAAGTGATTCAGGCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCTATCC
ATCGAGAGCTAGTCCGAAGATTGAAAGCCGTCCTAAAACCATCCATACATGTGTTGTTCG
ACATGAGTTCCGAGGACTTCGACGCTATCGTGGGCCACGGGATGAAGTTGGGCGACAAG
GTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGACCAGGCCATGGCGGTTAC
GGCGTTGATGCTGCTGGAAGACTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCGAGG
CGTCCTTCGGCGACATCACTTCTGTCCACCTGCCTACAGGCACTAGATTCCAGTTTGGATC
GATGATGAAGTCCGGGCTATTCCTGACGTTGTTCGTGAATACGTTGCTTAACATCACCAT
AGCCGCCCGAGTCTTACGGGAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCG
ACGACAACGTCATAACCGGAGTAGTGTCCGATGACATGATGGTGGCCAGGTGTGCGTCC
TGGCTGAACATGGAGGTGAAGATCATGGACATGGAGATCGGCGATAGGAGTCCTTATTT
TTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCC
TGTAAAACGCCTGATGAAGATGGGAAAACCGGCCTTGAACGACCCGGAAACGGATGTGG
ACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGG
CCACTGCAGGTGGCCGCCGCTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACAATG
GCGATGGCCACGCTCGCCCAGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGT
ATCCCTCTACGCCTAACCTTAATATTTTCTGCATCATACTCTCAACCAACCATGTTTCCCA
TGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTCGAG
GACAAGTACAGCCGTATCGGCCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGGCAAC
GCTGCTATTGCTGCCCTCGCGAACCAGATGAGCGCGCTCCAGCTGCAGGTGGCTGGACTT
GCCGGCCAGGCAAGGGTGGACCGTCGTGGACCGAGACGTGTTCAGAAGAACAAGCAGA
AGAAGAAGAACTCTTCCAACGGAGAAAAACCCCAGGAGAAGAAGAAGAAGCAAAAACG
CGGCGGTGAAAAAGTCAAGAAGCCACGGAACCGGCCCGGGAAGGAGGTAAGGATCTCC
GTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCATGACGGTGCCATATCCGGCTAT
GCGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGCACGTGAAGGGTAAGATCGACCA
CCCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCG
CATACCCCAAGAGCATGCGAGACCAAGCGGCTGAACCAGCAACCATGACGGATGGAGTG
TACAACTGGGAATACGGCACTATCAGAGTGGAGGACAATGTCGTAATCGATGCGAGCGG
CAGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTCGTC
GGTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCACACGTCTCTCCGTGATAGGTTTC
GACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCGAGGCCATCCCTTGGACACGCGC
ACCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGTACCTACAACTCCAACACCTTTGAC
TGCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTGCTGAACCAAAGAAGGCCATGACT
ATGCTGAAGGACAACCTGAATGACCCGAACTACTGGGACCTGCTTATTGCCGTCACCACC
TGCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTACGACACA
CAAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTATAGGGTGTACTGCCCCGATTGTGAC
GGAACTGCCTGCATCTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCA
CGTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGG
GTGAAACCTCTCTGCGATACCTGGGAAGGGACGGTAAGGTTCACGCCGCGGACAACACG
CGGCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATT
CTGGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTTGCGGCCACACTGGACGGCACCCG
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GCATCAATGTACCACGGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCA
GCAAGGGCCACCACCTGTCCGATCTGACCAAAAAATGCACCAGGTTTTCCACCACCCCG
AAGAAATCCGCGCTCTATCTCGTGGATGTGTATGACGCTCTGCCGATTTCTGTAGAGGTC
AGCACCGTGGTGACATGCAACGAAAGGCAGTGCACAGTGAGGGTGCCACCCGGTACCAC
AGTGAAATTCGATAAGAAGTGCAAGAACGCTGCCCAAGCGACCGTCACCTTCACCAGCG
ACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCCGCCAGTATCACCCAGGGC
AAGCCGCACCTTAGATCGTCAATGCTGCCCAGCGGAGGCAAAGAGGTGAAAGCGAGGAT
TCCATTCCCGTTCCCGCCAGAGACTGCGACCTGCAGAGTGAGTGTCGCCCCACTGCCATC
GATCACCTATGAGGAAAGCGATGTCCTGCTGGCCGGCACTGCGAAATACCCCGTGCTGCT
AACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGATCCAGGGTAAGT
ACCTGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAACTAATGTGGGGAAACAACGCA
CCGCTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGGGACGCCGACGCGTACCCCTGG
GAACTTCTGGTGCACCACACCAAGCACCATCCGGAGTATGCGTGGGCGTTTGTAGGAGTT
GCATGTGGCCTGCTGGCCGTTGCAGCATGCATGTTTGCGTGCGCATGCAACAGGGTGCGG
TACTCTCTGCTCGCCAACACGTTCAACCCGAACCCACCACCACTGACCGCACTGACTGCA
GCACTGTGCTGCATACCTGGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTAC
TTGTGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATGCGCGGCGCCCGTGGCTTGTATG
CTCATCGTCACATACGCCCTTAGACACTGCAGATTGTGCTGCAAGTCCGGCTCTGCTGGT
CATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAGGCGGTGATAAACCGGAATGGGTATGACCCCCTGAAG
CTGACCATCGCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATACTGGACC
TGTGCAGGAGTCCCTGTCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCAGTGTCCTGC
CCCACCGACCTCTCCACGCTGCACGCGTTCACCGGCAAAGCCGTCTCCGACGTGCACTGC
GATGTGCACACAAACGTGTACCCCTTGTTGTGGGGTGCGGCTCACTGCTTTTGTTCCACT
GAAAACACGCAGGTCAGCGCTGTGGCCGCCACCGTTTCTGAGTTCTGTGCTCAGGACTCA
GAACGCGCCGAGGCGTTCAGCGTTCACAGCAGCTCAGTCACTGCAGAGATCCTGGTGAC
GCTTGGTGAGGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGG
GTACCGACCTCAAGATCGTGGCTGGCCCAATAACAACTGACTACTCCCCGTTTGATCGCA
AAGTAGTCCGTATCGGCGAGGAGGTCTATAACTACGACTGGCCTCCTTACGGGGCTGGTC
GACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGAT
CTGTACGGGGATATCGGGATTGAAGTACTGCAGCCGACTAATGACCACGTGCACGTGGC
TTACACGTATACGACCTCCGGGTTACTGCGTTGGTTGCAGGACGCTCCGAAACCACTCAG
TGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCGCTCCTGGCCCTCGATTGTGG
GGTTGGTGCCGTCCCCATGTCCATCAATATTCCGGACGCGAAGTTCACCCGCAAACTAAA
GGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACT
ACGGGGGCGCCGCCACGATCACCTACGAGGGTCACGAGGCTGGGAAGTGCGGGATCCAC
TCCCTGACACCAGGAGTCCCTCTGAGAACATCAGTGGTTGAAGTAGTTGCCGGCGCTAAT
ACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTCACACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCGAAGGAACACGTAGTCGCAGC
CAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCATCCTTGCCGTCACCTACTGCG
TGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G521/10_SAV1 
TCAGGTCATCGTTGCCGACATAGGGAGCGCACCAGCGAGAAGAATCGGGGCACCCGATA
ACGTCACATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCCGGCTT
CTTATGCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAA
AAAATCACCGACTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAG
TATCTGCCTGAACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGTGTACCAGG
ATGTGTACGCAGTCGATGCTCCGTCTACCATCTACGCGCAAGCCGACAAAGGTACGCGA
GTGGTATACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGTAGC
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TTCCCGCTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCC
ACTGTGCTACTCAGGGTACACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTAT
ACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACGAT
CTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGTG
ATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCAG
TGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCCG
TCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAAC
GGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCGC
GCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGTA
CGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGCA
GCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCAC
AGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGCT
GCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACAG
AAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGCA
ACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAGG
AAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCACC
ATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGAT
GGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTCT
GCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGCT
ATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACC
GATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACA
TGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTA
CTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAA
GCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATC
CGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGAC
GTCCACACGATTGGCATCTACGGGGTTAGCCGCACGTACGGTTGACTCACTGCTCTACGG
TGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGG
CACCCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGCGGCCATCGTTTCAAACCTCA
ACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACC
ACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGG
AAGCGTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGCAGCATGAGGCGGGTGTCCA
GATAACGCCGGAGGACTATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATTC
GGCTCTGGCAGCCTTGGATGCCGTCGCTACTCTCGAAAAGGCAGCTTCATGCGGCTGGAG
AACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGACAAGTG
CCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCGGCCAAACCAGGC
TTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTTCAAGACAAG
AGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAGTCCTTGACCT
TGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAAACCGTCACA
AGCGTCTCCGAGCAATGGGATACTAAGCCGAGAGGCCCATCGCACATTTGGGCCCTCAA
CTGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGT
CGCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGT
ACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCC
AACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGA
CGCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGCCCTGGTTCGAGGACTCGAGG
CTACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTTGAGTATATACGAGGGCAA
CACCTCGTTGACGTTCTAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCT
TCTAGCCTACCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTATTGAAA
CAAAGACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATC
CAGGACGTCACCAAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGCCCAGCGCAGGCC
GCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCAGTGTCGCCGCGAGTCACACAGC
CAGCAGGACCAGCACTGCCTCGAGCCGCCGCTCACCTGCGCCGGGTTCGGTGCAGGTGC
114 
 
GTTTACTGCCGCCGAGAGATGGTACGGAATCACGGGATCCGTTCCGCCGGCGCCCCGAA
GGGCGCCAGCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTGTGCGC
AGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCCCAATC
CGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGTCAGAGGGCTAAC
ACGGGACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGT
CGGAGCACGGCAGTCAATCCAGCTTCCACTCCGGCTCCCGACGATCAGGATACGGGCAC
TGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCC
TCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAGCACAACACCC
ATACCTGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTCCGATGTTTGCAGCGAG
GTGCCGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCT
AAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGCTCGAGAGCGTCAACACAGCAATCGT
TGCAGCCAACATGTTCATAGGGTGTAATTACCCCATCTTAAGCTCGTTCGGTATCACGGA
CAAGTACGATGCTTACCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGAC
GTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGATTCAAGCGGCCGACC
CCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGGCTGAAGGCC
GTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTATC
GTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCGA
CAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAG
TGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTAGGTGCGCATCCTGGCTGAACATG
GAGGTGAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTC
CTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCT
GATGAAGATGATCCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGG
AAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTAT
GGCGTGAACCACCTGCCGCTGGCCACAAACTCAGCCTATCGCCAGATGGAGCCCATGTTT
GCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGGA
GCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAGTT
GCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGTTC
AGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAAAA
GAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAGAC
TAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCT
TCCCCGTGTACCACGGAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCGTAT
TCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAGTTC
CAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGACCA
AGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTATCA
GAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGTGG
CAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACCCG
ATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGGAG
ATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTATG
GTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGGAC
TGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAACGA
CCCGAACTACTGGGATCTACTCATTGCCGTCACCACCTGCGGCTCCGCCCGGAGAAAGAG
GGCTGTGCCTACGTCGCCTGCCGCCGTTTATGACACACAGATCCTCGCCGCCCACGCAGC
TGCCTCTCCGTACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGAT
AGCCATCGACGAGGTGGTGAGCAGCGGCAGCGACCACGTCCTCCGCATCCGGGTTGGTT
CTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAAACCTCTCTGCGATACCTG
GGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACTGC
AAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGC
AGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTTCG
AACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCGAC
ATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCGTT
GATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCGACGAC
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AGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGCAA
GAGCGCTGACTTGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAGGA
GCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAATGT
TGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACC
GCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATTACCTACGAGGAAAGCGATGT
CCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTCCA
TAGCAACGCCACATCCGAATGGATCTAGGGCAAGTACCTGCGCCGCATCCCGGTCACGC
CTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCGTC
AGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCAA
GCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCGC
AGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGTT
CAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGG
CTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGG
CCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTA
GGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGG
TCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAG
CTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACC
TGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGC
CCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCG
ATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCG
AGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAG
AGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACG
CTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGG
CACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAA
AGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGTCG
ACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATC
TGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCT
TACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGT
GTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGG
GTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAG
GATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTA
CGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATT
CCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAAT
ACCGTCAAGACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAAC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G524/07_SAV2 
ATGATGCAAAATCTCACAGCTAACCCTTCCGCCGGCACTACAGTCACTGTAGACTTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAGTCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTTGTCAGGGCTGTGGA
GAAAGGAGATGGACACCTCGTCAGTGATAGAATCACTGACTTGAAGGACGTCCTGGAGA
ACCCGGATACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCTGTGTACCAGGATGTGTACGCAGTTGACGCGCCGTCTACCATC
TACGCTCAAGCCGACAAAGGCACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
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GTTCCACACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCAAAAAATCTGCCACTGTGCTACTCAGGGTTATCGGAGGATTCCAT
TAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGCGATACGGTAGTGAGCT
GTGGTGGCTACGTGGTGAAGAAGATCACGATTTGTGAAGGCATTGTTGGTAGACCCGCG
AATGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCAGA
CACGATCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTCATCTG
TGACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAAACTGCT
GGTAGGACTCAACCAGAGGATCGTGGTCAACGGGACCACCGTCCGGAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTTGCTCGCGCATTGTGCAGCTGGGCAGACGAAGCTC
GGCGGGACATGGAGGACGAACAGGACATGTACGGTGTCACGTCTGTCACCACATGGATC
TGTATCTGCAGAGCGTATGATAAACGCCAGCAGCACACCTTCTACCGTAGGCCCAAGCA
GTCCTCAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGCCTCCCTCTCCGC
CACATACCTTAACCTGCCTCTGAAGCAACTGCTGCTCAACACGCTCAAACGTGCGATCAA
ACCTAGGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGAG
GTGCACGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCCTAGTTACATCGC
AGATGTGCTAGGACAGGACGACGAAGAGGAAGTCGATGACGGAATGTCTAATGTGGACC
TTGGCGAAGAAGACGGGGTGGGTTCTACCATCATTGACTGCCAAAGAGGTACCGTGAAA
GTGATCACGGCTTTCGGTGACAACACAATGGGAGAATACTTAGTACTATCCCCGGTAACT
GTGTTGCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGAAGAAGTGATGCA
GTACGTCCACAAGGGCCGGACGGGACGTTACGCCATCGAGAAGAACAACTTGAAGGTAC
TCATCCCTACGGGAGTGTCCCTCAAGACGGCTCACTTTCAGGCCCTTACTGAAAGTGCTA
CCTTGACCTACAATGACTACCTGTTCACATGCCGTACGCTCGATCAGCTGGCAACAAGAG
GATCTGCGAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAAG
GATGAATACGTTTACGAATTGTCCTCCAAGCAGTGCGTCAAGAAAGAAGATGCAACAGG
CACAGTCCTTCAAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTTCGAGGCGCT
GCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCGG
GTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACCACACGCGACTTGGTCGCTAGT
GGAAAAAAAGAGAACTGTGAGGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTTAA
AAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCGAC
ACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCT
GCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGT
GAACCAGCTCCAGATGCGGATGCATTACAATCACGAGATCAGTGACCGCGTTCTGCGGA
AGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATTGTTTCAAACCTCAATTATG
AAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGCCGGTATTGATTGATACAACCGGG
TCTACCAAGCCTGACAAAGAAGCGTTGGTATTGACGTGCTTCCGCGGGTGGGTCAAAGA
TTTAAAAATTCTCTACCCACACAACGAGCTCATGACTGCGGCTGCCTCACAGGGTCTGAC
TCGTGAAAAGGTGTACGCCGTTCGTTGCCGCGTCACGTCGAACCCACTCTACGAGCCGAC
TTCTGAGCACATTACTGTCCTTCTGACGCGCACTAACGACGAACTGGTCTGGAAGACACT
GCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCCCCGAAAGGAGACTACTCCGCCAC
CATGGAGGACTGGGAGGATGAGCACAACGGTATCTTGGCGGCTCTCAGAGAAGCATGTG
TCCCACGGATGAACTTCGCGCACGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAGC
CGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCGGAGGACTTCAACCGCATCTTTCC
GGCGTTCCGAGAGGACAAGCCGCATTCGGCTTTGGCAGCCTTGGATGCTGTCGCCGCTCT
AGTGTGGGGCCTGGATACATCTTCGGGCATCTTGAGTGGAAAAGGCAGTTTCATGCGTCT
GGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATGAGTATGGCCTCAACCTGGACG
CACTGGAAGGCTACGAGATCGCCAACCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGTGAATGCTACGACATCGAAACGGGCAAGTTGGTGCCCATGGATCCTGGTAGGGT
CCAAGTGCCGATTAACCGGGTTGTGCCCCATGTGCTTGTGGACACTTCCGCAGCGGCCAA
ACCAGGTTTTCTGGAAAACAGGCTCTCAGTTGACAGATGGGACCAAGTGCACAGCTTCA
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AAACAAGAGCAGCAGTCAAGTTTGCAGAGCTGACGAAGCGCGTCTCATACAACTCAGTT
CTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAGGGTAAGAC
CGTCACATGTGTCTCCGAACAGTGGGACTCTAAGCCGAGAGGCGCTGTGGTCATTACAGC
CGACATCAACGGCCCACTTAACAACCTAGGCATCTTCGACCTGGTGTTTTGTGACGCAGC
CGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACAT
CAGCATGTAAACACGGGGTGGAGCGCACAGCCAAGGGCGGAGTATTCATTGTGAAGGCG
TACGGAATGGCAGACCGCCGGACAGAGAGGGCAGTGGAATGCACAGCGAGGTATTTCA
AGTCCGTCTCGGTCGAAAAACCCGTCTCCTCCCGCATAACCAACGTGGAAGTCTTTTTTA
AATTTTCCGGACGCTGTCGCCCGCATGCTCGTTCCATTGCACACTTGGGCCCTCAACTGA
CCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATGCTGGCGAGAGGAAGTGTCGCT
GACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGTAGGAGCCGCGCCGGGCTACAG
AGTCCTCAACAAGAACATCATCACTGCCGAAGAAGAAGTCTTGGTTAATGCCGCCAACA
GCAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCTACGGCGCATTCGGGGACGCT
TTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTGGTCCGAGGACTCGAGGCCAC
CATCATCCACGCAGCCGGAGCTGATTTCAGAGAGGTCGATGAAGAAACCGGTGCGCGAC
AGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCACTGCTAACGGTATTACCAGC
GCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGGTCGAAACAGACTGGAACAG
TCCTTCGGCGCACTAGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGC
CTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATCGACGATCACGCTCGCGAAGA
GTTCGACGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCTAATGCGATGTGT
GACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTGTGGGTGCCCAAACATAGTAC
TCTGGCCGGAAGACCGGGATATAGTGCCACTTACGGCGACCGCAGATCTCTTTTTGTCGG
CACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAGCGGCTTGGCCTAGGAC
CAAAGAAGCCAATGCCAAACTCATCGAGTACATACGAGGGCAACACCTCGTTGACGTCC
TAAAAAGTTGTCCAGTCAACGACATACCGGTAGGTAGACCGCCTTCTAGCCTGCCCTGCG
GTTGCATTTATGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGCCGCAAGAA
GGTTTTGTGGTATGCAGTGCATTCAAACTGCCGCTCACCAACATCCAAGACGTCACCAAA
GTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGCGCTACTTGCAAGA
GAGGCGCCCAGTGCAGGCCGCCGCGAGGCAGCCCAGGCCGGCAATTGTGGCTGCCAGCG
TCGCCGGCACAGCCACGAGTCGCCGCACACCCGCGCCGGGCTCGGTGCAGGTGCGCCTA
CTGCCGCCAAGAGACGGCACGGTATCCCGCAGTTCTCGCACGAGTTCGCAGTCCAGCGTC
ACCTCGTCAGCGGGACCCATGATGCCGGTGCCCCGAAGGGCGCCAGTCGCGCCAGCGGC
ATCATTGGCGGGCAGCGTCCACAGCCATAGTGTGCGCAGCGCCCCTGCCATTCTGAGGGC
CGTCAGCACAGGAGCCAGAAGCGTGCGCAGCTTAACCGGGCACAGAGATGATGCCGTTA
GCGTCGCCGGTTCGGTGAGACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCCGCC
GCGCCTAGAGGGCTAACACGGGAACAGTTCGGCGCCGTAAGAGCTAGGGCCCGCAGGG
ACCTAGAGTTGGAGGGATCGGAGCATGGCAGCCAGGCCAGCTTCCGTTCCGGCTCGCTG
GTGGTGGGGAGCACCGCCAGTAGCTACAGCCAACGTCCTGACGACCAGGACACGGGCTC
TGAACCCTCAGGCCGCGGCGCCGCCGTGAGGACACGGCGCAGAGGGCAACGTGACGGCC
CCGGAGGGTATATATTCTCTTCTGACCAAGGTACAGCTCATCTCAGCCAGCATAACACCC
AGACAAACAACACTACGGAGGTGTTGATGAGAACGTCGGTACTGCCAAGTAACGACCAT
GGTACTCCAGATCTGCCTGCAGAGATGAAGAAGAGGCTGGCGTACCAGATGCGCCCCAC
TCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCACAACATGAAACACAAGATCG
TTCAATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAACATGCTCTGCCGCTGT
GGAAAAACACCTTTCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGT
GTCAATACAGCGATTGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACTTTAAGC
TCGTTCGGAGTCACGGACAAGTACGACGCTTATTTGGACATGGTTGATGGGCTCAACTGC
AACCTCGACACAGTGACGTTTGACCCTGCTAAGGTGCGTTCTCTGCCGAAGAAATCAGAG
TATAACCAGCCGCTCATACAGTCCCAAGTGCCCGGTCCTATGGCATCTACTCTGCAAAGC
ATCCTTATGGCCGCCACCAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCTAC
CATGGACTCAGCGGCAATGAACGTGGAGGCTTTCAAGAAATTTGCCTGTAAAGACACCG
118 
 
ACCTGTGGACTGAGTTTGCAGAAAAACCCGTAAGGTTGTCGCCCGGCCAAATTGAAGAG
TACGTCTTTCACTTACAAGGGGCTAAGGCCAACGTGATGCACAGCAGAGTCGAAGCCGT
ATGCCCTGACCTTTCGGAGGTGGCTATGGACAGATTCACACTGGACATGAAACGCGACG
TTAAAGTGACGCCGGGCACGAAACATGTAGAGGAGAGACCCAAGGTTCAAGTGATTCAG
GCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCTATCCATAGAGAGCTAGTCCGAAG
GTTGAAAGCCGTCCTAAAACCATCCATACATGTGTTGTTCGACATGAGTTCCGAGGACTT
CGACGCTATCGTGGGCCACGGGATGAAGCTGGGCGACAAGGTGCTGGAAACGGACATCT
CCTCATTCGATAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGTTGATGCTGCTGGAA
GATTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCGAGGCGTCCTTCGGCGACATCACT
TCTGTCCACCTGCCTACAGGCACCAGATTCCAGTTTGGATCGATGATGAAGTCCGGGCTT
TTCCTGACGTTGTTCGTGAATACGCTGCTTAACATCACCATAGCCGCCCGAGTCTTACGG
GAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCGACGACAACGTCATAACCGG
AGTAGTGTCCGATGATATGATGGTGGCCAGGTGCGCGTCCTGGCTGAACATGGAGGTGA
AGATCATGGACATGGAGATCGGCGATAGGAGTCCTTATTTTTGTGGCGGCTTCCTGTTAC
TCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAG
ATGGGAAAACCAGCCTTGAACGATCCGGAAACGGATGTGGACAGATGCCGCGCATTGCG
CGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCCGCCG
CTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACAATGGCGATGGCCACGCTCGCCC
AGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGCCTAACCTT
AATATTTTCTGCATCATACTCTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCC
TATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTCGAGGACAAGTACAGCCGTATCGG
CCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGGCAACGCTGCTATTGCTGCCCTCGC
GAACCAGATGAGCGCGCTCCAGCTGCAAGTGGCTGGACTTGCCGGCCAGGCAAGGGTGG
ACCGTCGTGGACCGAGACGTGTTCAGAAAAACAAGCAGAAGAAGAAGAACTCTTCCAAC
GGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAAGGGAGC
GGCGGTGAAAAAGCCAAGAAGCCGCGGAACCGGCCCGGGAAGGAGGTAAGGATCTCCG
TAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCATGACGGTGCCATATCCGGCTATG
CGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGCACGTGAAGGGTAAGATCGACCAC
CCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCGC
ATACCCTAAGAGCATGCGAGACCAGGCGGCTGAACCAGCAACCATGATGGATGGAGTGT
ACAATTGGGAGTACGGCACTATCAGAGTGGAGGACAATGTCGTAATCGATGCGAGCGGC
AGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTCG
GTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCACACGTCTCTCCGTGATAGGTTTCG
ACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCGAGGCCATCCCTTGGACACGCGCA
CCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGCACCTACAACTCCAACACCTTTGATT
GCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTGCTGAACCAAAGAAGGCCATGACTA
TGCTGAAGGACAACCTGAATGACCCGAACTACTGGGACCTGCTCATTGCCGTCACCACCT
GCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACGTCGCCTGTCGCCGTTTACGACACAC
AAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTATAGGGCGTACTGCCCCGATTGTGACG
GAACTGCCTGCATCTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCAC
GTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGGGT
GAAACCTCTCTGCGATACCTGGGAAGGGACGGTAAGGTTTACGCCGCGGACAACACGCG
GCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATTCT
GGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTTGCGGCCACACTGGACGGTACCCGGC
ATCAATGCACCACGGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCAGC
AAGGGCCACCACCTGTCCGATCTGACCAAGAAATGCACCAGGTTCTCCACCACCCCGAA
GAAGTCCGCGCTCTATCTCGTTGATGTGTATGATGCTCTGCCGACTTCTGTAGAGATCAG
CACCGTGGTGACATGCAACGAAGGACAGTGCACAGTGAGGGTGCCACCCGGTACCACAG
TGAAATTCGATAGGAGGTGCAAGAACGCTACCAAAGAGACCGTCACCTTCACCAGCGAC
TCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCCGCCAGCATCACCCAGGGCAA
GCCGCACCTCAGATCGTCAATGTTGCCCAGCGGAGGCAAAGAGGTGAAAGCGAGGATTC
119 
 
CATTCCCGTTCCCGCCAGAGACTGCGACTTGCAGAGTGAGCATCGCCCCACTGCCATCGA
TTACCTATGAGGAAAGCGATGTTCTGCTGGCCGGCACTGCGAAATACCCCGTGCTGCTAA
CTACACGGAACCTTGGTTTCCATAGCAACGCCACATCTGAATGGATCCAGGGTAAGTACC
TGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAACTAATGTGGGGAAACAACGCACCG
CTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGAGACGCCGACGCGTACCCCTGGGAA
CTTCTGGTGCACCACACCAAGCACCATCCGGAGTACGCGTGGGCGTTTGTAGGAGTTGCA
TGTGGCCTGCTGGCCGTTGCAGCATGCATGTTCGCGTGCGCATGCAACAGGGTGCGGTAC
TCTCTGCTCGCCAACACGTTCAACCCGAACCCACCACCACTGACCGCACTGACTGCAGCA
TTGTGCTGCATACCTGGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTACTTG
TGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATGCGCGGCGCCCGTGGCTTGCATGCT
CATCGTTACATACGCCCTTAGACATTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAG
AGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACA
CACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAGGCGGTGATAAACCGGA
ATGGGTATGACCCCCTGAAGCTTACCATCGCAGTGAACTTTACCGTCATCTCACCAACTA
CGGCTCTGGAATACTGGACCTGTGCAGGAGTCCCTGTCGTCGAGCCGCCCCATGTGGGCT
GCTGCACGTCAGTGTCCTGCCCCTCCGACCTCTCCACGCTGCACGCGTTCACCGGCAAAG
CCGTCTCCGACGTGCACTGCGATGTGCACACGAACGTGTACCCCTTGTTGTGGGGTGCGG
CTCACTGCTTCTGTTCCACTGAAAACACGCAGGTCAGCGCTGTGGCCGCCACCGTTTCTG
AGTTCTGTGCTCAGGACTTAGAGCGCGCCGAGGCGTTCAGCGTTCACAGCAGCTCAGTCA
CTGCAGAGATTCTGGTGACGCTTGGTGAAGTGGTGACGGCGGTCCACGTTTACGTGGACG
GGGTAACATCAGCCAGGGGTACCGACCTCAAGATCGTGGCTGGCCCAATAACAACTGAC
TACTCCCCGTTTGACCGCAAAGTAGTCCGTATCGGCGAAGAGGTCTATAATTACGACTGG
CCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAA
CTATGTCAAACCCAATGACCTGTACGGGGACATCGGAATTGAAGTACTGCAGCCGACTA
ATGACCACGTGCACGTGGCTTACACGTATACGACCTCTGGGTTGCTGCGTTGGTTGCAGG
ACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCG
CTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCG
AAGTTCACCCGCAAACTAAAGGACCCGAAACCTTCGGCCCTGAAATGCGTGGTGGACAG
TTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGG
CTGGGAAGTGCGGGATCCATTCCCTGACACCAGGAGTCCCTCTGAGAACATCAGTGGTTG
AAGTAGTTGCCGGCGCTAATACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTA
CACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCG
AAGGAACACGTAGTCGCAGCCAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTC
CGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCAT
CCTTGCCGTCACCTACTGCGTGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAA
GAGCTAA 
>Dominant_SCO/G572/09_SAV2 
CGGCTCTACAGTCACTGTAGATTTGCCCGCGGACCACCCGGCCCTGAACCAGTTCAAGAC
TGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAACCGGTCGTCCAACGACCATGCCGCCGC
CAGAGCTTTCTCCCACTTGGCTACCAAGTGGATTGAGCGCGACATCGATGGCCGTCAGGT
CATCGTTGCCGACATAGGGAGCGCACCAGCGAGAAGAGTCGGGGCACCCGATAATGTCA
CATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTCTTACG
CCAGGAAACTTGTCAGGGCTGTGGAGAAAGGAGATGGACACCTCGTCAGTGACAGAATC
ACTGACTTGAAGGACGTCCTGGAGAACCCGGATACGTCACTGGAAACCACCAGTATCTG
CCTGAACGACGACGTGAGTTGTAAAGTGAAGGCCGATATTGCAGTGTACCAGGATGTGT
ACGCAGTTGATGCGCCGTCTACCATCTACGCTCAAGCCGACAAAGGCACGCGAGTGGTA
TACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGCAGCTTCCCG
CTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCAAAAAATCTGCCACTGTG
CTACTCAGGGTTATCGGAGGATTCCATTAAATGGAGATTCCGTTTCCGTGACAAGCCACT
GGTACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACCGAG
120 
 
ACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGTACA
CATGCCGTTGTGATACGGTAGTGAGCTGTGGTGGCTACGTCGTGAAGAAGATCACGATTT
GTGAGGGCATTGTTGGTAGACCCGCGAATGAGGAATTGGCCACCTCGTACCACCGTGAT
GGAGTGGTGGTGACCAAGTTCTCAGACACGATCAACCACGAACAGGTGTCGTTCCCAGT
GGTGACCTACATCCCTGCCGTCATCTGCGACCAGATGACCGCCATGACGGCTAACCCCGT
CAAATATCCGGATGTCGTCAAACTGCTGGTAGGACTCAACCAGAGTATCGTGGTCAATG
GGACCACCGTCCGGAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTTGCTCGCG
CATTGTGCAGCTGGGCAGACGAAGTTCGGCGGGACATGGAGGACGAACAGGACATGTAC
GGTGTCACGTCTGTCACCACATGGATCTGTATCTGCAGAGCGTATGATAAACGCCAGCAG
CATACCTTCTACCGCAGGCCCAAGCAGTCCTCAGGCATCTATGTGCCTGCTAAGTTCACA
GGATCGCTGAGAGCCTCCCTCTCCGCCACGTACCTCAACCTGCCCCTGAAGCAACTGCTG
CTCAACACACTCAAACGTGCGATCAAACCTAGGGATCAGGCCATCGCAGATGAGACAGA
AGCACGCGCACACGATGCAGCTGAGGTGCACGAGCTGACAGAGGAAGAGGGTAGGCAA
CAGGCCGCCAACCCTAGTTACATCGCAGATGTGCTAGGTCAGGACGACGAAGAGGAAGT
CGACGACGGAATGTCTAATGTGGACCTTGGCGAAGAAGACGGGGTGGGTTCTACCATCA
TCGACTGTCAAAGAGGTACCGTGAAAGTGATCACGGCTTTCGGTGACAACACGATGGGA
GAATACTTAGTACTATCCCCGGTAACTGTGTTGCGCACCAGGAAACTGGCCGTGCTGCTC
GGACCGCCCGCAGAAGAAGTGATGCAGTACGTCCACAAGGGCCGGACGGGACGTTACGC
TATCGAGAAGAACAACCTGAAGGTACTCATCCCTACGGGAGTGTCCCTCAAGACGGCTC
ATTTTCAGGCCCTTACTGAAAGTGCTACCTTGACCTACAATGACTACCTGTTCACATGCC
GTACGCTCGATCAGCTGGCAACAAGAGGATCCGCGAAAAACACTGACGAAGTCTACAAG
CTTGTTGACGCCGCCAAGGCGAAGGATGAATACGTTTACGAATTGTCCTCCAAGCAATGC
GTCAAGAAAGAAGATGCAACAGGCACAGTCCTTCAAGGGGACATATGCAATCCGCCTTA
CCACCAGTTTGCCTTCGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACA
CGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTA
ACCACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAGGACATCAAGCGGTG
CGTGTTGGAGAGACGCGGCTTAAAAATAGCCGCACGTACGGTTGACTCGCTGCTCTACG
GTGCATACCGAGGAGCGGTCGACACGCTGTACGTCGACGAGGCTTACGCCTGTCACTCG
GGCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGT
GACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTATAATCACGA
GATCAGTGACCGCGTTCTGCGGAAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGC
CATTGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGC
CGGTACTGATTGATACAACCGGGTCTACCAAGCCTGACAAAGAAGCGTTGGTATTGACG
TGCTTCCGCGGGTGGGTTAAAGATTTAAAAATTCTCTACCCTCACAACGAGCTCATGACT
GCGGCTGCCTCACAGGGTCTGACTCGTGAAAAAGTGTACGCCGTTCGTTGCCGCGTCACG
TCGAACCCACTCTACGAGCCGACTTCTGAGCACATTACTGTCCTTTTGACGCGCACCAAC
GACGAACTGGTCTGGAAGACACTGCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCC
CCGAAAGGAGACTACTCCGCCACCATGGAGGACTGGGAGGATGAGCACAACGGTATCTT
GGCGGCTCTCAGAGAAGCATGTGTCCCACGGATGAACTTCGCGCACGGGAAGCGTAACA
CCTGTTGGGCAGTTACAAGCAGCCGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCG
GAGGACTTCAACCGCATCTTTCCGGCGTTCCGAGAGGACAAACCGCACTCGGCTTTGGCA
GCCTTGGACGCTGTCGCCGCTCTCGTGTGGGGCCTGGATACATCCTCGGGCATCTTGAGT
GGAAAAGGCAGTTTCATGCGTCTGGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTA
TGAGTATGGCCTCAACCTGGACGCACTGGAAGGCTACGAGATCGCCAACCCACGCATGA
TCAAAGCGCTTAAACAACGGCGCGGGCGTGAATGTTACGACATTGAAACGGGCAAGTTG
GTGCCTATGGATCCTGGTAGGGTCCAAGTGCCGATCAACCGGGTTGTGCCCCACGTGCTG
GTGGACACTTCCGCAGCGGCCAAACCAGGTTTCCTGGAAAACAGGCTCACGGTTGACAG
ATGGGACCAAGTGCACAGCTTCAAAACAAGAGCAGCAGTCAAGTTCGCAGAGCTGACGA
AGCGCGTCTCATACAACTCAGTCCTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGAC
TATTGCGTGAAGAAGGGTAAGACCGTTACATGTGTCTCCGAACAGTGGGACTCTAAGCC
GAGAGGCGCTGTGGTCATTACAGCCGATATCAACGGCCCACTTAACAACCTAGGTATCTT
121 
 
CGACCTGGTGTTTTGTGACGCAGCCGGACCACGACGCTATCACCACTACGCGCAGTGCGA
AGACCACGCCGTGCTATTCACATCAGCATGCAAACACGGGGTGGAGCGCACAGCCAAGG
GTGGGGTATTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGGACAGAGCGGGCAGTG
GAATGCACAGCGAGGTATTTCAAGTCCGTCTCGGTCGAAAAACCAGTCTCCTCCCGCATA
ACCAACGTGGAAGTCTTCTTCAAGTTTTCCGGACGCTGTCGCCCGCATGCTCGTTCCATTG
CACACTTGGGCCCTCAACTGACCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATG
CTGGCGAGAGGAAGTGTTGCTGACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGT
GGGAGCCGCGCCGGGTTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAAGAAG
TCTTGGTTAATGCCGCCAACAGCAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCT
ACGGTGCGTTCGGGGACGCTTTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTG
GTCCGAGGACTCGAGGCCACCATCATCCACGCAGCCGGAGCTGACTTCAGAGAGGTCGA
TGAAGAAACTGGTGCGCGACAGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCA
CTGCTAACGGTATCACCAGCGCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACG
GTCGAAACAGACTGGAACAGTCCTTCGGCGCATTAGTGGAGGCGTTCGACACGACAGAG
TGCGACGTCACCATCTACTGCCTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAAT
CGACGATCACGCTCGCGAAGAGTTCGACGAGGAAGTGGTTGTGGAAGAAGAAGAGGAA
CATGAAGCTGATGCGATGAGTGACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGT
GTGGGTGCCCAAACATAGTACTCTGGCCGGAAGACCAGGATACAGTGCCACTTACGGCG
ACCGCAGATCTCTTTTTGTCGGCACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAA
TCGAAGCGGCTTGGCCTAGGACCAAAGAAGCCAATGCCAAACTCATTGAGTACATACGA
GGGCAACACCTCGTTGACGTCCTAAAAAGCTGTCCAGTCAACGACATACCGGTGGGTAG
ACCGCCTTCTAGCCTGCCCTGCGGTTGCATTTACGCCATGACCCCGGAACGGGTCACAGT
GCTGAAGCAAAGGCCGCAAGAAGGTTTTGTGGTATGCAGTGCATTCAAACTACCGCTCA
CCAACATCCAAGATGTCACCAAAGTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCT
AGACCGGTGCGCTACTTGCAAGAGAGGCGCCCAGCGCAGGCCGCCGCGAGGCAGCCTAG
GCCGGCAACTGTGGCTGCCAGCGTCGCCGCGAGTCATACAGCCAGTAGGACCAGCACAG
CCACGAGTCGCCGCACACCCGCGCCGGGCTCGGTGCAGGTGCGCCTACTGCCGCCAAGA
GACGGCACGGTATCCCGCAGTTCTCGCACGGGTTCGCAATCCAGCGTCACCTCGTCAGCG
GGATCCATAATGCCGGTGCCCCGAAGGGCGCCAGTCGCGCCAGCGGCATCATTGGCGAG
CAGCGTCCACAGCCATAGTGTGCGCAGCGCCCCTGCCATTCTGAGGGCCGCCAGCACAG
GTGCCAGAAGCGTGCGCAGTGTCCAGTCCGGCTTAACCGGGCACAGAGAGAATGCCGTT
AGCGTCGCCAGCTCGGTGAGACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCCGC
CGCGCCTAGAGGGCTAACACGGGATCAGTTCGGCGCCGTGAGAGCTAGGGCCCGCAGGG
ACCTAGAGTTGGAGGGATCGGAGCATGGCAGCCAGGCCAGTTTCCGTTCCGGCTCGCTG
GTGGTGGGGAGCACCGCTAGTAGCTACAGCCAACGTCCTGACGACCAGGACACGGGCTC
TGAGCCCTCAGGCCGCGGCGCCGCCGTGAGGACACGACGCAGAGGGCAACGGGACGGC
CCCGGAGGGTATATATTCTCTTCTGACCAAGGTACAGCTCATCTCAGCCAGCATAACACC
CAGACAAACAATACTACAGAGGTGTTGATGAGAACGTCGGTACTGCCAAGTAACGACCA
TGGTACTCCAGATCTGCCTGCAGAGACGAAGAAGAGGCTGGCGTACCAGATGCGCCCCA
CTCAAAAGAACAAGAGTCGCTACCTATCTGCGAAGGTCCACAACATGAAACACAAGATC
GTTCAATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAACATGCTCTGCCGCTG
TGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAG
TGTCAACACAGCGATTGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACTTTAAG
CTCGTTCGGAGTCACGGACAAGTACGATGCTTATTTGGACATGGTTGATGGGCTCAACTG
CAACCTCGACACCGTGACGTTTGACCCTGCTAAGGTGCGTTCTCTGCCGAAGAAATCAGA
ATACAACCAGCCGCTCATACAGTCCCAAGTGCCCGGTCCTATGGCATCTACTCTGCAAAG
CATCCTTATGGCCGCCACCAAACGCAACTGCAACGTCACGCAGATGAGAGAACTCCCTA
CCATGGACTCAGCGGCAATGAACGTGGAAGCTTTTAAAAAATTCGCCTGTAAGGACACC
GATCTGTGGACTGAGTTCGCAGAAAAACCCGTAAGGTTGTCGCCCGGCCAAATTGAAGA
GTACGTCTTTCACTTACAAGGGGCTAAGGCCAACGTGATGCACAGCAGAGTCGAAGCCG
TATGCCCTGACCTTTCGGAGGTGGCTATGGACAGATTCACACTGGACATGAAACGCGAC
122 
 
GTTAAAGTGACGCCGGGCACGAAACATGTGGAGGAGAGACCTAAGGTTCAAGTGATTCA
GGCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCTATCCATCGAGAGCTAGTCCGAAG
ATTGAAAGCCGTCCTAAAACCATCCATACATGTGTTGTTCGACATGAGTTCCGAGGACTT
CGACGCTATCGTGGGCCACGGGATGAAGTTGGGCGACAAGGTGCTGGAAACGGACATCT
CCTCGTTCGACAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGTTGATGCTGCTGGAA
GACTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCGAGGCGTCCTTCGGCGATATCACT
TCTGTCCACCTGCCTACAGGCACTAGATTCCAGTTTGGATCGATGATGAAGTCCGGGCTA
TTCCTGACGTTGTTCGTGAATACGTTGCTTAACATCACCATAGCCGCCCGAGTCTTACGG
GAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCGACGACAACGTTATAACCGG
AGTAGTGTCCGATGACATGATGGTGGCCAGGTGTGCGTCCTGGCTGAACATGGAGGTGA
AGATCATGGACATGGAGATCGGCGATAGGAGTCCTTATTTTTGTGGCGGCTTCCTGTTAC
TCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAG
ATGGGAAAACCGGCCTTGAACGATCCGGAAACGGATGTGGACAGATGCCGCGCACTGCG
CGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCCGCCG
CTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACAATGGCGATGGCCACGCTCGCCC
AGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGCCTAACCTT
AATATTTTCTGCATCATACTCTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCC
TATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTCGAGGACAAGTACAGCCGTATCGG
CCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGGCAACGCTGCTATTGCTGCCCTCGC
GAACCAGATGAGCGCGCTCCAGCTGCAGGTGGCTGGACTTGCCGGCCAGGCAAGGGTGG
ACCGTCGTGGACCGAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAAC
GGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAAGGGAGC
GGCGGTGAAAAAGTCAAGAAGCCACGGAACCGGCCCGGGAAGGAGGTAAGGATCTCCG
TAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCATGACGGTGCCATATCCGGCTATG
CGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGCACGTGAAGGGCAAGATCGGCCAC
CCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCGC
ATACCCCAAGAGCATGCGAGACCAAGCGGCTGAACCAGCAACCATGACGGATGGAGTGT
ACAACTGGGAATACGGCACTATCAGAGTGGAGGACAATGTCGTAATCGATGCGAGCGGC
AGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTCG
GTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCACACGTCTCTCCGTGATAGGTTTCG
ACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCGAGGCCATCCCTTGGACACGCGCA
CCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGTACCTACAACTCCAACACCTTTGACT
GCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTGCTGAACCAAAGAAGGCCATGACTA
TGCTGAAGGACAACCTGAATGACCCGAACTACTGGGACCTGCTTATTGCCGTCACCACCT
GCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTACGACACAC
AAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTATAGGGCGTACTGCCCCGATTGTGACG
GAACTGCCTGCATCTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCAC
GTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGGGT
GAAACCTCTCTGCGATACCTGGGAAGGGACGGTAAGGTTCACGCCGCGGACAACACGCG
GCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATTCT
GGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTTGCGGCCACACTGGACGGCACCCGGC
ATCAATGTACCACGGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCAGC
AAGGGCCACCACCTGTCCGATCTGACCAAGAAATGCACCAGGTTTTCCACCACCCCGAA
GAAATCCGCGCTCTATCTCGTGGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATCAG
CACCGTGGTGACATGCAACGAAAGTCAGTGCACAGTGAGGGTGCCACCCGGTACCACAG
TGAAATTCGATAAGAAGTGCAAGAACGCTGCCCAAGCGACCGTCACCTTCACCAGCGAC
TCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCCGCCAGTATCACCCAGGGCAA
GCCGCACCTTAGATCGTCAATGCTGCCCAGCGGAGGCAAAGAGGTGAAAGCGAGGATTC
CATTCCCGTTCCCGCCAGAGACTGCGACCTGCAGAGTGAGTGTCGCCCCACTGCCATCGA
TCACCTATGAGGAAAGCGATGTCCTGTTGGCCGGCACTGCGAAATACCCCGTGCTGCTAA
CTACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGATCCAGGGTAAGTACC
123 
 
TGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAACTAATGTGGGGAAACAACGCACCG
CTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGGGACGCCGACGCGTACCCCTGGGAA
CTTCTGGTGCACCACACCAAGCACCATCCGGAGTATGCGTGGGCGTTTGTAGGAGTTGCA
TGTGGCCTGCTGGCCGTTGCAGCATGCATGTTTGCGTGCGCATGCAACAGGGTGCGGTAC
TCTCTGCTCGCCAACACGTTCAACCCGAACCCACCACCGCTGACCGCACTGACTGCAGCA
CTGTGCTGCATACCTGGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTACTTG
TGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATGCGCGGCGCCCGTGGCTTGCATGCT
CATCGTCACATACGCCCTTAGACACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAG
AGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACA
CACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAGGCGGTGATAAACCGGA
ATGGGCCATCGCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATACTGGAC
CTGTGCAGGAGTCCCTGTCGTCGAGCCGCCCCACGTGGGCTGCTGCACGTCAGTGTCCTG
CCCCACCGACCTCTCCACGCTGCACGCGTTCACCGGCAAAGCCGTCTCCGACGTGCACTG
CGATGTGCACACAAACGTGTACCCCTTGTTGTGGGGTGCGGCTCACTGTTTTTGTTCCACT
GAAAACACGCAGGTCAGCGCTGTGGCCGCCACCGTTTCTGAGTTCTGCGCTCAGGACTCA
GAACGCGCCGAGGCGTTCAGCGTTCACAGCAGCTCAGTCACTGCAGAGATCCTGGTGAC
GCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGG
GTACCGACCTCAAGATCGTGGCTGGCCCAATAACAACTGACTACTCCCCGTTTGATCGCA
AAGTAGTCCGTATCGGCGAAGAGGTCTATAACTACGACTGGCCTCCTTACGGGGCTGGTC
GACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAATGAT
CTGTACGGGGATATCGGGATTGAAGTACTGCAGCCGACTAATGACCACGTGCACGTGGC
TTACACGTATACGACCTCCGGGTTACTGCGTTGGTTGCAGGACGCTCCGAAACCACTCAG
TGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCGCTCCTGGCCCTCGATTGTGG
GGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAATTAAA
GGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACT
ACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCTGGGAAGTGCGGGATCCAT
TCCCTGACACCAGGAGTCCCTCTGAGAACATCAGTGGTTGAAGTAGTTGCCGGCGCTAAT
ACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTCACACTCGAGGTAGAGATCTGT
TCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCGAAGGAACACGTAGTCGCAGC
CAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCATCCTTGCCGTCACCTACTGCG
TGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G573/09_SAV2 
ATGATGCAAAATCTCACAGCTAACCCTTCCGCCGGCACTACAGTCACTGTAGACTTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAGTCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTTGTCAGGGCTGTGGA
GAAAGGAGATGGACACCTCGTCAGTGATAGAATCACTGACTTGAAGGACGTCCTGGAGA
ACCCGGATACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTTGATGCGCCGTCTACCATC
TACGCTCAAGCCGACAAAGGCACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTTCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCAAAAAACCTGCCACTGTGCTACTCAGGGTTATCGGAGGATTCCA
TTAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACT
CGGTGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCT
TCTACCTTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGCGATACGGTAGTGAGC
TGTGGTGGCTACGTAGTGAAGAAGATCACGATTTGTGAGGGCATTGTTGGTAGACCCGC
GAATGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCAG
124 
 
ACACGATCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTCATCT
GTGACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAAACTG
CTGGTAGGACTCAACCAGAGGATCGTGGTCAACGGGACCACCGTCCGGAACGTCAACTC
CATGGATAACTCGCTGATTCCCGTATTTGCTCGCGCATTGTGCAGCTGGGCAGACGAAGT
TCGGCGGGACATGGAGGACGAACAGGACATGTACGGTGTCACGTCTGTCACCACATGGA
TCTGTATCTGCAGAGCGTATGATAAACGCCAGCAGCACACCTTCTACCGCAGGCCCAAGC
AGTCCTCAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGCCTCCCTCTCCG
CCACATACCTCAACCTGCCTCTGAAGCAACTGCTGCTCAACACGCTCAAACGTGCGATCA
AACCTAGGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGA
GGTGCACGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCCTAGTTACATCG
CAGATGTGCTAGGTCAGGACGACGAAGAGGAAGTCGACGACGGAATGTCTAACGTGGAC
CTCGGCGAAGAAGACGGGGTGGGTTCTACCATCATCGACTGCCAAAGAGGTACCGTGAA
AGTGATCACGGCTTTCGGTGACAACACAATGGGAGAATACTTAGTACTATCCCCGGTAAC
TGTGTTGCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGAAGAAGTGATGC
AGTACGTCCACAAGGGCCGGACGGGACGTTACGCCATCGAGAAGAACAACTTGAAGGTA
CTCATCCCTACGGGAGTGTCCCTCAAGACGGCTCACTTTCAGGCCCTTACTGAAAGTGCT
ACCTTGACCTACAATGACTACCTGTTCACATGCCGTATGCTCGATCAGCTGGCAACAAGA
GGATCTGCGAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAA
GGATGAATACGTTTACGAATTGTCCTCCAAGCAATGCGTCAAGAAAGAAGATGCAACAG
GCACAGTCCTTCAAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTTCGAGGCGC
TGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCG
GGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACCACACGCGACTTGGTCGCTAG
TGGAAAAAAGGAGAACTGTGAGGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTTA
AAAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCGA
CACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGC
TGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTG
TGAACCAGCTCCAGATGCGGATGCATTATAATCACGAGATCAGTGACCGCATTCTGCGG
AAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATTGTTTCAAACCTCAACTAT
GAAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGCCGGTATTGATTGATACAACCGG
GTCTACCAAGCCTGATAAAGAAGCGTTGGTATTGACGTGCTTCCGCGGGTGGGTCAAAG
ATTTAAAAACCCTTTACCCTCACAATGAGCTCATGACTGCGGCTGCCTCACAGGGTCTGA
CTCGTGAAAAGGTGTACGCCGTTCGTTGCCGCGTCACGTCGAACCCACTCTACGAGCCGA
CTTCTGAGCACATTACTGTCCTTCTGACGCGCACTAACGACGAACTGGTCTGGAAGACAC
TGCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCCCCGAAAGGAGACTACTCCGCCA
CCATGGAGGACTGGGAGGATGAGCACAACGGTATCTTGGCGACTCTCAGAGAAGCATGT
GTCCCACGGATGAACTTCGCGCACGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAG
CCGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCGGAGGACTTCAACCGCATCTTTCC
GGCGTTCCGAGAGGACAAGCCGCATTCGGCTTTGGCAGCCTTGGATGCTGTCGCCGCTCT
CGTGTGGGGCCTGGATACATCTTCGGGCATCTTGAGTGGAAAAGGCAGTTTCATGCGTCT
GGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATGAGTATGGCCTCAACCTGGACG
CATTGGAAGGCTACGAGATCGCCAACCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGTGAATGTTACGACATCGAAACGGGTAAGTTGGTGCCTATGGATCCTGGTAGGGT
CCAAGTGCCGATTAACCGGGTTGTGCCCCATGTGCTGGTGGACACTTCCGCAGCGGCCAA
ACCAGGTTTTCTGGAAAACAGGCTCACAGTTGACAGATGGGACCAAGTGCACAGCTTCA
AAACAAGAGCAGCAGTCAAGTTCGCAGAGCTGACGAAGCGCGTCTCATACAACTCAGTT
CTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAGGAAGGGTAAGAC
CGTTACATGTGTCTCCGAACAGTGGGACTCTAAGCCGAGAGGCGCCGTGGTCATTACAGC
CGATATCAACGGCCCACTTAACAACCTAGGCATCTTCGACCTGGTGTTTTGTGACGCAGC
CGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACAT
CAGCATGCAAACACGGGGTGGAGCGCACAGCCAAGGGCGGAGTATTCATTGTGAAGGCG
TACGGAATGGCGGACCGCCGGACAGAGAGGGCAGTGGAATGCACAGCGAGGTATTTCA
125 
 
AGTCCGTCTCGGTCGAAAAACCCGTCTCCTCCCGCATAACCAACGTGGAAGTCTTCTTCA
AGTTTTCCGGACGCTGTCGCCCGCATGCTCGCTCCATTGCACACTTGGGCCCTCAACTGA
CCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATGCTGGCGAGAGGAAGTGTTGCT
GACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGTAGGAGCCGCGCCGGGTTACAG
AGTCCTCAACAGGAACATCATCACTGCCGAAGAAGAAGTCTTGGTTAATGCCGCCAACA
GTAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTCGGGGACGCT
TTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTGGTCCGAGGACTCGAGGCCAC
CATCATCCACGCAGCCGGAGCTGACTTCAGAGAGGTCGATGAAGAAACTGGTGCGCGAC
AGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCACTGCTAACGGTATTACCAGC
GCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGGTCGAAACAGACTGGAACAG
TCCTTCGGCGCATTAGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGC
CTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATCGACGATCACGCTCGCGAAGA
GTTCGACGAGGAAGTGGTTGTGGAAGAGGAAGAGGAAGGTGTGGGTACCCAAACATAG
TACTCTGGCCGGAAGACCAGGATATAGTGCCACTTACGGCGACCGCAGATCTCTTTTTGT
CGGCACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAGCGGCTTGGCCTAG
GACCAAAGAAGCCAATGCCAAACTCATCGAGTACATACGAGGGCAACACCTCGTTGACG
TCCTAAAAAGCTGTCCAGTCAACGACATACCGGTAGGTAGACCGCCTTCCAGCCTGCCCT
GCGGTTGCATTTATGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGCCGCAG
GAAGGTTTTGTGGTATGCAGTGCATTCAAACTGCCGCTCACCAACATCCAAGACGTCACC
AAAGTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGCGCTACTTGCA
AGAGAGGCGCCCAGTGCAGGCCGCCGCGAGGCAGCCTAGGCCGGCAACTGTGGCTGCCA
GCGTCGCCGCGAGTCATACAGCCAGTAGGACCAGCACAGCCACGAGTCGCCGCACACCC
GCGCCGGGCTCGGTGCAGGTGCGCCTACTGCCGCCAAGAGACGGCACGGTATCCCGCAG
TTCTCGCACGGGTTCGCAGTCCAGCGTCACCTCGTCAGCGGGATCCATAATGCCGGTGCC
CCGAAGGGCGCCAGTCGCGCCAGCGGCATCATTGGCGGGCAGCGTCCACAGCCATAGTG
TGCGCAGCGCCCCTGCCATTCTGAGGGCCGCCAACACAGGTGCCAGAAGCGTGCGCAGT
GTCCAGTCCGGCTTAACCGGGCACAGAGATGATGCCGTTAGCGTCGCCGGTTCGGTGAG
ACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCCGCCGCGCCTAGAGGGCTAACAC
GGGAACAGTTCGGCGCCGTGAGAGCTAGGGCCCGCAGGGACTTAGAGTTGGAGGGATCG
GAGCATGGCAGCCAGGCCAGCTTCCGTTCCGGCTCGCTGGTGGTGGGGAGCACCGCCAG
TAGCTACAGCCAACGTCCTGACGACCAGGACACGGGCTCTGAACCCTCAGGCCGCGGCG
CCGCCGTGAGGACACGGCGCAGAGGGCAACGTGACGGCCCCGGAGGGTATATATTCTCT
TCTGACCAAGGTACAGCCCATCTCAGCCCAAACAACACTACAGAGGTGTTGATGAGAAC
GTCGGTACTGCCAAGTAACGACCATGGTACTCCAGACCTGCCTGCAGAGATGAAGAAGA
GGCTGGCGTACCAGATGCGCCCCACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAG
GTCCACAACATGAAACACAAGATCGTTCAATGTTTGCAGCGAGGTGCCGGGCACTACCT
GAGAGAGCAACATGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCG
ACGCCTGCGTGGTGAAGTTCGAGAGTGTCAATACAGCGATTGTTGCAGCCAACATGTTCA
TAGGGTGCAACTACCCCACTTTAAGCTCGTTCGGAGTCACGGACAAGTACGATGCTTATT
TGGACATGGTTGATGGGCTCAACTGCAACCTCGACACAGTGACGTTTGACCCCGCTAAGG
TGCGTTCTCTGCCGAAGAAATCAGAGTACAACCAGCCGCTCATACAGTCCCAAGTGCCCG
GTCCTATGGCATCTACTCTGCAAAGCATCCTTATGGCCGCCACCAAACGCAACTGCAACG
TCACGCAGATGAGAGAGCTCCCTACCATGGACTCAGCGGCAATGAACGTGGAGGCTTTC
AAAAAATTTGCCTGTAAAGACACTGATCTGTGGACTGAGTTTGCAGAAAAACCCGTAAG
GTTGTCGCCCGGCCAAATTGAAGAGTACGTCTTTCACTTACAAGGGGCTAAGGCCAACGT
GATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTTTCGGAGGTGGCTATGGACAGAT
TCACACTGGACATGAAACGCGACGTTAAAGTGACGCCGGGCACGAAACATGTAGAGGAG
AGACCTAAGGTTCAAGTGATTCAGGCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCT
ATCCATAGAGAGTTAGTCCGAAGGTTGAAAGCCGTCCTGAAACCATCCATACATGTGTTG
TTCGACATGAGTTCCGAGGACTTCGACGCTATCGTGGGCCACGGGATGAAGTTGGGCGA
CAAGGTGCTGGAAACGGACATCTCCTCATTCGATAAGAGCCAGGACCAGGCCATGGCGG
126 
 
TTACGGCGTTGATGCTGCTGGAAGACTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCG
AGGCGTCCTTCGGCGACATCACTTCTGTTCACCTGCCTACAGGCACCAGATTCCAGTTTG
GATCGATGATGAAGTCCGGGCTTTTCCTGACGTTGTTCGTGAACACGTTGCTTAACATCA
CCATAGCCGCCCGAGTCTTACGGGAGCAGCTGGCTGACACCAGGTGCGCCGCGTTCATTG
GCGACGACAACGTCATAACCGGAGTAGTGTCCGATGATATGATGGTGGCCAGGTGCGCG
TCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAGATCGGCGATAGGAGTCCTTA
TTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGA
CCCTGTAAAACGCCTGATGAAGATGGGAAAACCAGCCTTGAACGATCCAGAAACGGATG
TGGACAGATGCCGCGCATTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAG
TGGCCACTGCAGGTGGCCGCCGCTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACA
ATGGCGATGGCCACGCTCGCCCAGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTA
CGTATCCCTCTACGCCTAACCTTAATATTTTCTGCATCATACTCTCAACCAACCATGTTTC
CCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTC
GAGGACAAGTACAGCCGTATCGGCCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGG
CAACGCCGCTATTGCTGCCCTCGCGAACCAGATGAGCGCGCTCCAGCTGCAGGTGGCTG
GACTTGCCGGCCAGGCGAGGGTGGACCGTCGTGGACCGAGACGTGTTCAGAAAAACAAG
CAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAA
AACAACAGGAGAAGAAAGGGAGCGGCGGTGAAAAAGCCAAGAAGCCGCGGAACCGGC
CCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTAC
CATGACGGTGCCATATCCGGCTATGCGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCG
CACGTGAAGGGTAAGATCGACCATCCTGAACTGGCGGACATCAAGTTCCAGGTCGCCGA
GGACATGGACCTCGAAGCAGCCGCATACCCTAAGAGCATGCGTGACCAGGCGGCTGAAC
CAGCAACCATGATGGATGGAGTGTACAACTGGGAGTACGGCACTATCAGAGTGGAGGAC
AATGTCGTAATCGATGCGAGCGGCAGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCAC
CGACAACTCAGGAAAGGTTGTCGGTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCA
CACGTCTCTCCGTGATAGGTTTCGACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGC
GAGGCCATCCCTTGGACACGCGCACCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGT
ACCTACAACTCCAACACCTTTGATTGCTCCAAACCGTCCTGCCAGGACTGTTGCATTACT
GCTGAACCACAGAAGGCCATGACTATGCTGAAGGACAACCTGAATGACCCGAACTACTG
GGACCTGCTCATTGCCGTCACCACCTGCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTAC
GTCGCCTGCCGCCGTTTACGACACACAAATTCTCGCAGCCCACGCAGCTGCCTCCCCGTA
TAGGGCGTACTGCCCCGATTGTGACGGAACTGCCTGCATCTCGCCGATAGCTATCGACGA
GGTGGTAAGTAGCGGTAGTGACCACGTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGT
GACCGCTAAAGGCGGTGCGGCGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGTA
AGGTTCACGCCGCGGACAACACGCGGCTCGTGGTGCGCACCACTGCAAAGTGTGACGTG
CTGCAGGCCACTGGCCACTACATTCTGGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTT
GCGGCCACACTGGACGGTACCCGGCATCAATGCACCACGGTTTTCGAGCATCAAGTAAC
GGAGAAGTTCACAAGAGAACGCAGCAAGGGCCACCACCTGTCCGATCTGACCAAGAAAT
GCACCAGGTTCTCCACCACCCCGAAGAAGTCCGCGCTCTATCTCGTTGACGTGTATGACG
CTCTGCCGATCTCTGTAGAGATCAGCACCGTGGTGACATGCAACGAAAGTCAGTGCACA
GTGAGGGTGCCACCCGGTACCACAGTGAAATTCGATAAGAAGTGCAAGAACGCTGCCAA
AGCGACCGTCACCTTCACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAGC
GGCCGCCAGCATCACCCAGGGCAAGCCGCACCTTAGATCGTCAATGTTGCCCAGCGGAG
GCAAAGAGGTGAAAGCGAGGATTCCATTCCCGTTCCCGCCAGAGACTGCGACTTGCAGA
GTGAGCGTCGCCCCACTGCCATCGATCACCTATGAGGAAAGCGATGTTCTGCTGGCCGGC
ACTGCGAAATACCCCGTGCTGCTAACTACACGGAACCTTGGTTTCCATAGCAACGCCACA
TCTGAATGGATCCAGGGTAAGTACCTGCGCCGCATCCCGGTCACGCCCCAAGGGATCGA
ATTAATGTGGGGAAACAACGCACCGCTGCACTTCTGGTCATCTGTCAGGTACGCATCTGG
AGACGCCGACGCGTACCCCTGGGAACTTCTGGTGCACCACACCAAGCACCATCCGGAGT
ACGCGTGGGCGTTTGTAGGAGTTGCATGTGGCCTGCTGGCCGTTGCAGCATGCATGTTCG
CGTGCGCATGCAACAGGGTGCGGTACTCTCTGCTCGCCAACACGTTCAACCCGAACCCAC
127 
 
CACCACTGACCGCACTGACTGCAGCATTGTGCTGCATACCTGGGGCTCGCGCGGATCAAC
CCTACCTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTGCAAT
GCGCGGCGCCCGTGGCTTGCATGCTCATCGTTACATACGCCCTTAGACACTGCAGATTGT
GCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATG
TACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCG
TCGTACGAGGCGGTGATAAACCGGAATGGGTATGACCCCCTGAAGCTGACCATCGCAGT
GAACTTTACCGTCATCTCACCAACTACGGCTCTGGAATACTGGACCTGTGCAGGAGTCCC
TGTCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCCGACCTCTC
CACGCTGCACGCGTTCACCGGCAAAGCCGTCTCCGACGTGCACTGCGATGTGCACACGA
ACGTGTACCCCTTGTTGTGGGGTGCGGCTCACTGCTTCTGTTCCACTGAAAACACGCAGG
TCAGCGCTGTGGCCGCCACCGTTTCTGAGTTCTGTGCTCAGGACTCAGAGCGCGCCGAGG
CGTTCAGCGTTCACAGCAGCTCAGTCACTGCAGAGATTCTGGTGACGCTTGGTGAAGTGG
TGACGGCGGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGTACCGACCTCAAG
ATCGTGGCTGGCCCAATAACAACTGACTACTCCCCGTTTGACCGCAAAGTAGTCCGTATC
GGCGAAGAGGTCTATAATTACGACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTC
GGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAATGATCTGTACGGGGATAT
CGGAATTGAAGTACTGCAGCCGACTAATGACCACGTGCACGTGGCTTACACGTATACGA
CCTCCGGGTTGCTGCGTTGGTTGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGC
ACGGTTGTAAGATCAGTGCTAACCCGCTCCTGGCCCTCGATTGTGGGGTTGGCGCCGTCC
CCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAACTAAAGGACCCGAAACCA
TCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACTACGGGGGCGCCGC
CACGATCACCTACGAGGGCCACGAGGCTGGGAAGTGCGGGATCCATTCCCTGACACCAG
GAGTCCCTCTGAGAACATCAGTGGTTGAAGTAGTTGCCGGCGCTAATACCGTCAAAACG
ACCTTCTCCTCACCCACGCCCGAGGTCACACTCGAGGTAGAGATCTGTTCGGCAATAGTG
AAGTGCGCCAGCGAGTGCACTCCACCGAAGGAACACGTAGTCGCAGCCAGGCCTCGCCA
TGGCAGCGACACTGGAGGCTACATCTCCGGGCCCGCAATGCGTTGGGCCGGAGGGATTG
TAGGGACCCTAGTGGTCCTGTTCCTCATCCTTGCCGTTACCTACTGCGTGGTGAAGAAGT
GCCGCTCTAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G576/07_SAV1 
AGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAATAGGTCGTCTAACGACCATGCC
GCCGCCAGAGCTTTCTCCCACTTGGCTACCAAGTGGATTGAGCGCGACATCGATGGCCGT
CAGGTCATCGTTGCCGACATAGGGAGCGCACCAGCGAGAAGAATCGGGGCACCCGATAA
CGTCACATACCACAGTGTGTGTCCTCGCAAATGCGCTGAAGACCCTGAGAGGCTGGCTTC
TTATGCCAGGAAACTCGTCAGGGCTGTGGAGAGAGGAGATGGACACCTCGTCAATGAAA
AAATCACTGACTTGAAGGATGTTCTGGAGAACCCGGACACGTCACTGGAAACCACCAGT
ATCTGCCTGAACGACGACGTGAGTTGTAAAGTAAAGGCCGATATTGCAGTGTACCAGGA
TGTGTACGCAGTCGATGCTCCGTCTACCATCTACGCGCAAGCCGACAAAGGTACGCGAGT
GGTATACTGGATCGGGTTCGAGCCGTTCGTGTTCCACACGGACGCTATGGCGGGTAGCTT
CCCGCTATATGACGCCAACTGGAGCGACTCGGCGGTACTGGCAGCTAAAAACCTGCCAC
TGTGCTACTCAGGGTTGTCGGAGGACTCCATCAAATGGAGATTCCGTTTCCGTGACAAGC
CACTGGTACCGTCTGGAGAAATCCACTACTCGGTGGGTAGCACCCACTACGTTGAGGACC
GTGACAAGCTGAAAAGCTGGCACCTGCCTTCTACCTTCCACTTCGTGGCACCCAACAAGT
ATACATGCCGTTGCGATACGGTGGTAAGCTGTGGCGGCTACGTCGTAAAGAAGATCACG
ATCTGCGAGGGTATCGTCGGTATTCCCGCGAAGGAGGAACTGGCCACCTCGTACCACCGT
GATGGAGTGGTGGTGACCAAGTTCTCTGATACGATCAACCACGAACAGGTGTCATTCCCA
GTGGTGACCTACATCCCCGCCGTCATCTGTGATCAGATGACCGCCATGACGGCCAATCCC
GTCAAATACTCGGATGCCGTCAAACTGCTGGTAGGACTCAACCAAAGGATCGTGGTCAA
CGGGACCACCGTCCGCAACGTCAACTCCATGGATAACTCGCTGATTCCCGTATTCGCTCG
CGCATTATGCAGCTGGGCGGACGAAGTTCGGCGGGACATGGAGGACGAACAAGACCTGT
ACGGTATCACGTCCGTCACCACATGGATCTGTATCTGCAGAGCGTATGACAAACGCCAGC
128 
 
AGCATACCTTCTACCGTAGGCCCAAGCAGTCCTCGGGCATATATGTGCCTGCCAAGTTCA
CAGGGTCGCTGAGAGCCTCCCTCTCAGCCACCTACCTTAACCTGCCTCTGAAGCAACTGC
TGCTTAATACGCTCAAACGTGCGATTAAACCTATGGATCAGGCCATCGCAGATGAGACA
GAAGCACTTGCGCACGACGCAGCTGAGGTGCACGAGTTGACAGAGGAGGAGCGCAGGC
AACAGGCCGCCAATCCTAGTTACATCGCAGACGTGCTGGGCCAAGACGACGACGAGGAG
GAAGCCGGCGACGGCATGTCTGATGTGGACCTCGGCGAAGAAGACGGGGCGGGTGCCAC
CATCATCGATTGTCAAAGAGGCACCGTGAAAGTAATCACGGCGTTCGGTGACAACATGA
TGGGGGAATACCTAGTATTGTCCCCGGTGACCGTGTTGCGCACCAGGAAACTGGCTATTC
TGCTCGGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAAGGCCGGACCGGGCGC
TATGCCATTGAGAAGAATAACCTGAAGGTACTCATCCCTACGGGGGTGTCCCTCAAGACC
GATCACTTCCAGGCCCTTGCCGAAAGTGCTACCTTGACCTACAACGACTACCTGTTCACA
TGCCGCACGCTCGACCAGCTGGCAACAAGAGGATCAGCAAGAAACACCGACGAAGTCTA
CTACAAGCTTGTTGACGCCGCTAAGGCGAGGGACGAATACGTTTACGAACTGTCCTCCAA
GCAATGCGTTAAGAAAGAAGATGCAACAGGCACAGTCCTCCAAGGGGACATATGCAATC
CGCCTTATCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGGCCGGCTCACACACACGAC
GTCCACACGATTGGCATCTACGGGGTTCCGGGTGCAGGAAAAACCGCTATCATCACAAC
CGAAGTAACTACACGCGACTTGGTCGCTAGTGGAAAAAAGGAGAATTGTGAAGACATCA
AGCGGTGCGTGTTGGAGAGACGCGGCTTGAAAATAGCCGCACGTACGGTTGACTCACTG
CTCTACGGTGCATACCGAGGAGCGGTCAATACGCTGTACGTTGACGAGGCTTACGCCTGT
CACTCGGGCACTCTGCTCGCCTTGATCGCTGCGGTAAGACCGACGGGAAAGGTGGTGCTT
TGTGGTGACCCTAAACAAGTCGGATGTGTGAACCAGCTCCAAATGCGGATGCATTACAA
CCATGAGATTAGTGACCGCGTTTTGCGGAAGAACATCTCCCGCCGTTGCACTCACACGCT
TACGGCCATCGTTTCAAACCTCAACTACGAAGGTAGAATGAAGACTACGAACCCGTGCA
AAAAACCCGTACTAATTGACACCACCGGATCCACCAAGCCCGACAAGGAAGCGTTGGTG
TTGACGTGCTTCCGCGGGTGGGTCGAGGATCTAAAAATCCTCTATCCTCACAACGAGCTC
ATGACTGCGGCTGCTTCGCAGGGCCTGACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGT
GTCACGACGAACCCACTCTATGAGCCGACCTCTGAGCACATTACTGTCCTTTTGACGCGC
ACCAACGACGAACTGGTATGGAAGACACTGCCAAACGACCCGCTGATCCCTATACTCTC
CAAGCCACCGAAAGGAGACTACTCCGCTACCATGGAGGATTGGGAGGATGAACACAACG
GTATCCTGGCTGCCCTCAGAGAAGCGTGTGTCCCACGGATGAATTTCGCGCATGGGAAGC
GTAATACCTGTTGGGCAGTTACGAGCAGCCGGGTGCTGCATGAGGCGGGTGTCCAGATA
ACGCCGGAGGACTATAACCGTATCTTTCCGGCGTTTCGAGAGGATAAGCCGCATTCGGCT
CTGGCAGCCTTGGATGCCGTCGCTACTCTCGTGTGGGGCTTGGATACTTCCTCGGGCATT
CTGAGTGGAAAAGGCAGCTTCATGCGGCTGGAGAACAGCCACTGGAGTAACTCCAACAG
GGGGTACGAGTACGGCCTCAACCTGGACGCACTGGAAGGCTATGAGATTGCCAATCCAC
GCATGATTAAAGCGCTTAAACAACGGCGCGGGCGCGAATGTTACGACATCGAAACGGGG
AAGTTGGTGCCCCTGGATCCTGCCAGGGTCCAAGTGCCGATTAACCGAATCGTGCCCCAC
GTGTTGGTGGACACTTCTGCAGCAGCCAAACCAGGCTTCCTGGAAAACAGACTCACAGTT
GACAGATGGGACCAAGTGCACAGCTTCAAGACAAGAGCAGCAGTCAAGTTTGCAGAACT
GACGAAGCGTGTCTCATATAACTCAGTCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGA
CCGACTACTGCGTGAAGAAAGGAAAAACCGTCACAAGCGTCTCCGAGCAGTGGGATACT
AAGCCGAGAGGCGCTGTGGTCGTTACGGCAGATATCAACGGCCCACTTAACAACCTAGG
TATCTTCGACCTAGTGTTTTGTGACGCAGCTGGACCACGACGCTATCACCACTACGCGCA
GTGCGAAGACCACGCCGTGCTGTTCACATCAGCATGCAAACATGGGGTGGAGCGCTCAG
CCAAGGGCGGAGTCTTCATTGTGAAGGCGTACGGAATGGCGGACCGCCGAACAGAGAGG
GCAGTGGAAGGTACAGCGAGGTATTTCAGGTCCGTTTCGGTCGAAAAACCCGTCTCCTCC
CGTATAACCAACGTGGAAGTCTTCTTCAAGTTCTCTGGCAGATGTCGCCCACACGCACGT
TCCATCGCACATTTGGGCCCTCAACTGACCGACATTTACGCCCGTACGAGGAAGGCGTAT
AAAATGCTGGCGAGAGGCAGTGTCGCTGACAAGGTGAAAGTGGCAGAGATACTTAACTC
AATGGTAGGTGCCGCACCGGGGTACAGAGTCCTCAACAGGAACATCATCACTGCCGAAG
AGGAAGTTCTGGTCAACGCCGCCAACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGT
129 
 
GCGCTCTACGGCGCGTTTGGGGACGCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGC
GGTCCTGGTTCGAGGACTCGATGCTACCATCATACACGCAGCCGGAGCTGACTTCAGAG
AGGTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGCAGCATACCGCGCGGCGGCTAC
CCTAGTCACGGCCAACGGCATCACCAGCGCCGCCATCCCCTTGCTGAGTACACACATCTT
CTCCAACGGTCGGAACAGGCTGGAACAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACA
CGACAGAGTGCGACGTCACCATCTACTGCCTCGCCAACAACATGGCCGCGAGGATCCAG
CAACTGATTGACGCCCACGCTCGCGAAGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGA
AGAGGAACACGAAGCCGACGCAATGAGTGACACGGAGACGCTGTCCAGTTTCGGCGACG
AAACGGTATGGGTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCC
TACGGCGACCGCAGATCCCTTTTTGTCGGCACGAAATTCCATCGTGCAGCGGTCGCTATG
TCGTCGATTGAGGCGGCTTGGCCTAAGGCCAAGGAAGCCAATGCTAAACTCATCGAGTA
TATACGAGGGCAACACCTCGTTGACGTTCTAAAGAGCTGCCCGGTTGACGACATACCCGT
GGGCAGACCGCCTTCTAGCCTACCCTGTGGCTGCGTCTACGCCATGACCCCGGAACGGGT
CACAGTATTGAAACAAAGACCGCAGGAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGC
CTCTCACCAACATCCAGGACGTCACCAAGGTGGAGTGCACTGTGAGAGCACCCGCAGAG
GAACCTAGACCGGTGCGCCATCTGCAGGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCA
GCCTAGGCCGGCAGCCGTGGCTGCCAGTGTCGCCGCGAGTCACACAGCCAGCAGGACCA
GCACTGCCTCGAGCCGCCGCACACCTGCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGC
CGAGAGATGGTACGGAATCACGCAGTTCTCGAATGGGCTCGCAGTCCAGCGTCACATCA
TCAGCGGGATCCGTTCCGCCGGCGCCCCGAAGGGCGCCAGCTGTGTCGGCGGCATCGTT
GGCGAGCAGCGCCCATAGCCGCAGTGTGCGCAGCGCCCCTGCTATGAGGGCCGCCAGCG
CGGGTGCCAGAAGCGTGCGCAGCGCCCAATCCGGCTCCACCGGGCACAGAGCGGGCGCC
TTCAGCGTCGCCGGCTCGGTGAGACAGCCCAGTGGGCCGCCTAGTAGCGTGAGCACACC
CGCCGCGATCAGAGGGCTAACACGGGACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCA
GGAACTTGGAACTTGAGGGGTCGGAGCACGGCAGTCAATCCAGCTTCCACTCCGGCTCG
CTGGCGGTGGGGAGCTCCGCTAGTAGCTATAGCCAACGCTCCGACGATCGGGATACGGG
CACTGAACCCTCAAGCCGCGGCGCCGCCGTGAGAACTCGGCGCAGAGGGCAACGGGACG
GCCTCGGAGGGTACATATTCTCATCTGATCAAGGTACGGCTCACCTCAGCCAGCACAACA
CCCAGACAAACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGCAACGAC
CACGGCACACCAGATCTGCCTGCAGAAACGAGGAAGAGGTTGGCGTATCAAATGCGCCC
CACTCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGA
TTGTTCGATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGC
TGTGGAAAAACACCTTCCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAG
AGCGTCAACACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGTAATTACCCCACCTTA
AGCTCGTTCGGTATCACGGACAAGTACGATGCTTACCTGGACATGGTTGATGGGCTCAAT
TGCAACCTCGACACCGTGACGTTCGACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCA
GAGTATAACCAGCCGCTCATACAGTCCCAAGTACCCGGACCTATGACATCCACTCTGCAA
AGCATCCTCATGGCCGCCACCAAACGTAACTGCAACGTCACGCAGATGAGAGAGCTCCC
GACTATGGACTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTGTAAGGACA
CCGACCTGTGGACTGAGTTCGCGGAAAAACCTGTAAGGTTGTCGCCCGGCCAAATCGAA
GAGTATGTCTTTCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCAGAGTCGAAGC
CGTATGCCCTGACCTCTCGGAGGTGGCTATGGACAGGTTCACACTGGACATGAAACGCG
ACGTCAAAGTGACGCCAGGCACGAAGCACGTAGAGGAGAGACCTAAAGTCCAAGTGATT
CAAGCGGCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCATAGAGAGCTAGTCCG
AAGGCTGAAGGCCGTCCTGAAACCGTCTATACACGTGTTGTTCGATATGAGTTCCGAGGA
TTTTGATGCTATCGTGGGCCATGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACA
TCTCCTCATTCGACAAGAGCCAGGACCAAGCCATGGCGGTTACAGCGCTGATGCTGCTGG
AGGACTTGGGAGTGGAAGAAGACCTCCTGACCCTAATTGAGGCGTCTTTCGGCGACATC
ACTTCTGTCCACCTGCCCACAGGCACCAGATTTCAGTTTGGATCGATGATGAAGTCCGGA
CTTTTTCTGACGCTGTTCGTGAACACGCTGCTTAACATCACCATAGCTGCCCGAGTTTTAC
GGGAGCAGCTGGCTGATACCAGGTGTGCCGCGTTTATCGGTGACGACAACGTAATCACC
130 
 
GGAGTAGTGTCTGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGT
GAAGATCATGGACATGGAAATTGGCAACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTT
ACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGA
AGATGGGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCCGCGCACT
GCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCTG
CCGCCACACGCTATGGCGTGAACCACCTGCCGCTGGCCACAATGGCGATGGCCACGCTC
GCCCAGGACTTGAGATCGTACCTGGGCGCGCGAGGGGAGTACGTATCCCTTTACGTCTAA
CCTTAATATTTTCTGCATCATACTTCCAAACAATCATGTTTCCCATGCAATTCACCAACTC
AGCCTATCGCCAGATGGAGCCCATGTTTGCACCGGGTTCCCGAGGACAAGTACAGCCGT
ACCGGCCGCGCACTAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCC
CTCGCGAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGCCAGGCAAG
GGTGGACCGCCGTGGGCCAAGACGTGTTCAGAAGAACAAGCAGAAGAAGAAGAACTCT
TCCAACGGAGAAAAACCCAAAGAGAAAAAGAAGAAGCAAAAACAACAGGAGAAGAAG
GGAAGCGGTGGCGAAAAAGTCAAGAAGACTAGGAACCGACCCGGGAAGGAGGTAAGGA
TCTCCGTAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTATATCCG
GCTACGCTGTGCTGATTGGATCTCGCGTATTCAAGCCGGCACACGTGAAGGGTAAGATCG
ACCACCCTGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCA
GCTGCGTACCCGAAGAGCATGCGAGACCAAGCGGCTGAACCAGCGACCATGATGGACGG
AGTGTACAACTGGGAGTATGGCACTATCAGAGTGGAGGATAATGTCATAATCGACGCAA
GCGGTAGGGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCGGGAAAGGT
TGTTGGTATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACGCCTCTCCGTGATAGG
TTTCGACAAGAAGATGAAGGCTAGGGAGATCGCCTACAGTGATGCCATACCTTGGACAC
GCGCTCCGGCCCTCCTGCTGCTGCCTATGGTTATTGCCTGCACCTACAATTCCAACACCTT
CGATTGCTCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGAACCAAAGAAGGCCAT
GACCATGCTGAAGGACAATCTGAACGACCCGAACTACTGGGATCTACTCATTGCCGTCAC
CACCTGCGGCTCCGCCCGGAGAAAGAGGGCTGTGTCTACGTCGCCTGCCGCCGTTTATGA
CACACAGATCCTCGCCGCCCACGCAGCTGCCTCTCCGTACAGGGCGTACTGCCCCGATTG
TGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAGCGGCAGCG
ACCACGTCCTCCGCATCCGGGTTGGTTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGG
CGGGTGAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCACGCCGCAGACAAC
ACGCGACTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTA
CATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTAACCGTTGCGGCCACACTGGATGGCA
CCCGGCATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAA
CGCAGCAAGGGCCACCATCTGTCCGACATGACCAAGAAATGCACCAGATTTTCCACTAC
ACCAAAAAAGTCCGCCCTCTACCTCGTTGATGTGTATGACGCTCTGCCGATTTCTGTAGA
GATTAGCACCGTCGTAACATGCGACGACAGCCAGTGCACAGTGAGGGTGCCACCTGGTA
CCACAGTGAAATTCGACAAGAAATGCAAGAGCGCTGACTTGGCAACCGTCACTTTCACC
AGCGACTCCCAGACGTTTACGTGTGAGGAGCCAGTCCTAACGGCTGCCAGTATCACCCA
GGGCAAGCCACACCTCAGATCGGCAATGTTGCCTAGCGGAGGCAAGGAAGTGAAAGCA
AGGATCCCGTTCCCGTTCCCGCCGGAAACCGCAACTTGCAGAGTGAGTGTAGCCCCACTG
CCGTCGATTACCTACGAGGAAAGCGATGTCCTGCTAGCCGGTACCGCAAAATACCCTGTG
CTGCTAACCACACGGAACCTTGGTTTCCATAGCAACGCCACATCCGAATGGATCCAGGGC
AAGTACCTGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAACATGGGGAAACAA
CGCGCCGATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGATGCGTACCC
CTGGGAACTTCTGGTGCACCACACCAAGCACCATCCAGAGTACGCGTGGGCGTTTGTAG
GAGTTGCATGCGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCATGCAGCAGGG
TGCGGTACTCTCTGGTCGCCAACACGTTCAACCCGAACCCACCACCATTGACCGCACTGA
CTGCAGCACTGTGTTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGGACATCATTG
CCTACTTGTGGACCAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCT
GTGTGCTCATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGG
GGTAAGAGGGTGGTCAGCCCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCT
131 
 
ACGAACACACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAAGCAGTGATA
AACCGGAATGGGTATGATCCATTGAAGCTGACCATCTCAGTGAATTTCACCGTCATCTCA
CCAACTACGGCTCTGGAATATTGGACCTGCGCAGGAGTCCCCATCGTCGAGCCGCCCCAT
GTGGGCTGCTGCACGTCGGTGTCCTGCCCCTCTGACCTTTCTACGCTGCATGCGTTTACTG
GCAAAGCTGTCTCCGACGTGCACTGCGATGTGCACACAAACGTGTACCCCTTGTTGTGGG
GCGCGGCTCACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGGCAGCCACCG
TTTCTGAGTTCTGTGCCCAGGACTCAGAGCGTGCCGAAGCGTTCAGCGTACACAGCAGCT
CAGTCACCGCTGAGGTCCTGGTGACGCTTGGTGAAGTGGTGACGGCAGTCCACGTTTACG
TGGACGGGGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGGACCAATAACA
ACCGACTACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTAT
GACTGGCCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTC
AACCAACTATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAAGTACTGCAGC
CGACTAACGACCACGTACATGTGGCTTACACGTATACGACCTCTGGTTTACTGCGTTGGC
TGCAGGACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCC
AATCCGCTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCG
GACGCGAAGTTTACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGAAATGCGTGGT
GGACAGCTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCC
ACGAGGCCGGGAAGTGCGGGATTCATTCCCTGACACCAGGAGTCCCCCTGAGAACATCG
GTGGTTGAAGTGGTTGCTGGCGCCAATACCGTCAAGACGACCTTCTCCTCACCCACGCCC
GAGGTTGCACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCTGGTGAGTGCAC
TCCACCGAAGGAACATGTGGTCGCAACCAGGCCTCGCCATGGCAGCGACTCTGGAGGCT
ACATCTCCGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTG
TTCCTTATCCTTGCCGTCATCTACTGCGTGGTGAAGAAGTGC 
>Dominant_SCO/G582/07_SAV2 
ATGATGCAAAATCTCACAGCTAACCCTTCCGCCGGCACTACAGTCACTGTAGACTTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAACCGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAGTCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTTGTCAGGGCTGTGGA
GAAAGGAGATGGACACCTCGTCAGTGATAGAATCACTGACTTGAAGGACGTCCTGGAGA
ACCCGGATACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCTGTGTACCAGGATGTGTACGCAGTTGACGCGCCGTCTACCATC
TACGCTCAAGCCGACAAAGGCACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCAAAAAATCTGCCACTGTGCTACTCAGGGTTATCGGAGGATTCCAT
TAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTACACATGCCGTTGCGATACGGTAGTGAGCT
GTGGTGGCTACGTGGTGAAGAAGATCACGATTTGTGAAGGCATTGTTGGTAGACCCGCG
AATGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCAGA
CACGATCAACCACGAACAGGTGTCGTTCCCAGTGGTGACCTACATCCCTGCCGTCATCTG
TGACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGTCGTCAAACTGCT
GGTAGGACTCAACCAGAGGATCGTGGTCAACGGGACCACCGTCCGGAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTTGCTCGCGCATTGTGCAGCTGGGCAGACGAAGCTC
GGCGGGACATGGAGGACGAACAGGACATGTACGGTGTCACGTCTGTCACCACATGGATC
TGTATCTGCAGAGCGTATGATAAACGCCAGCAGCACACCTTCTACCGTAGGCCCAAGCA
GTCCTCAGGCATCTATGTGCCTGCTAAGTTCACAGGATCGCTGAGAGCCTCCCTCTCCGC
CACATACCTTAACCTGCCTCTGAAGCAACTGCTGCTCAACACGCTCAAACGTGCGATCAA
ACCTAGGGATCAGGCCATCGCAGATGAGACAGAAGCACGCGCACACGATGCAGCTGAG
132 
 
GTGCACGAGCTGACAGAGGAAGAGGGTAGGCAACAGGCCGCCAACCCTAGTTACATCGC
AGATGTGCTAGGACAGGACGACGAAGAGGAAGTCGATGACGGAATGTCTAATGTGGACC
TTGGCGAAGAAGACGGGGTGGGTTCTACCATCATTGACTGCCAAAGAGGTACCGTGAAA
GTGATCACGGCTTTCGGTGACAACACAATGGGAGAATACTTAGTACTATCCCCGGTAACT
GTGTTGCGCACCAGGAAACTGGCCGTGCTGCTCGGACCGCTCGCAGAAGAAGTGATGCA
GTACGTCCACAAGGGCCGGACGGGACGTTACGCCATCGAGAAGAACAACTTGAAGGTAC
TCATCCCTACGGGAGTGTCCCTCAAGACGGCTCACTTTCAGGCCCTTACTGAAAGTGCTA
CCTTGACCTACAATGACTACCTGTTCACATGCCGTACGCTCGATCAGCTGGCAACAAGAG
GATCTGCGAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAAG
GATGAATACGTTTACGAATTGTCCTCCAAGCAGTGCGTCAAGAAAGAAGATGCAACAGG
CACAGTCCTTCAAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTTCGAGGCGCT
GCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCGG
GTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACCACACGCGACTTGGTCGCTAGT
GGAAAAAAAGAGAACTGTGAGGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTTAA
AAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCGAC
ACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCT
GCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGT
GAACCAGCTCCAGATGCGGATGCATTACAATCACGAGATCAGTGACCGCGTTCTGCGGA
AGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATTGTTTCAAACCTCAATTATG
AAGGTAGAATGAAGACTACGAACCCGTGCAAGAAGCCGGTATTGATTGATACAACCGGG
TCTACCAAGCCTGACAAAGAAGCGTTGGTATTGACGTGCTTCCGCGGGTGGGTCAAAGA
TTTAAAAATTCTCTACCCACACAACGAGCTCATGACTGCGGCTGCCTCACAGGGTCTGAC
TCGTGAAAAGGTGTACGCCGTTCGTTGCCGCGTCACGTCGAACCCACTCTACGAGCCGAC
TTCTGAGCACATTACTGTCCTTCTGACGCGCACTAACGACGAACTGGTCTGGAAGACACT
GCCAAACGATCCGCTGATCCCTATACTCTCCAAGCCCCCGAAAGGAGACTACTCCGCCAC
CATGGAGGACTGGGAGGATGAGCACAACGGTATCTTGGCGGCTCTCAGAGAAGCATGTG
TCCCACGGATGAACTTCGCGCACGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAGC
CGGGTGCTGCACGAGGCAGGCGTCCTGATAACGCCGGAGGACTTCAACCGCATCTTTCC
GGCGTTCCGAGAGGACAAGCCGCATTCGGCTTTGGCAGCCTTGGATGCTGTCGCCGCTCT
AGTGTGGGGCCTGGATACATCTTCGGGCATCTTGAGTGGAAAAGGCAGTTTCATGCGTCT
GGAGAACAGCCATTGGAGCAATTCCAACAGAGGGTATGAGTATGGCCTCAACCTGGACG
CACTGGAAGGCTACGAGATCGCCAACCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGTGAATGCTACGACATCGAAACGGGCAAGTTGGTGCCCATGGATCCTGGTAGGGT
CCAAGTGCCGATTAACCGGGTTGTGCCCCATGTGCTTGTGGACACTTCCGCAGCGGCCAA
ACCAGGTTTTCTGGAAAACAGGCTCTCAGTTGACAGATGGGACCAAGTGCACAGCTTCA
AAACAAGAGCAGCAGTCAAGTTTGCAGAGCTGACGAAGCGCGTCTCATACAACTCAGTT
CTCGACCTTGGGGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAGGGTAAGAC
CGTTACATGTGTCTCCGAACAGTGGGACTCTAAGCCGAGAGGCGCTGTGGTCATTACAGC
CGACATCAACGGCCCACTTAACAACCTAGGCATCTTCGACCTGGTGTTTTGTGACGCAGC
CGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACAT
CAGCATGTAAACACGGGGTGGAGCGCACAGCCAAGGGCGGAGTATTCATTGTGAAGGCG
TACGGAATGGCAGACCGCCGGACAGAGAGGGCAGTGGAATGCACAGCGAGGTATTTCA
AGTCCGTCTCGGTCGAAAAACCCGTCTCCTCCCGCATAACCAACGTGGAAGTCTTTTTTA
AATTTTCCGGACGCTGTCGCCCGCATGCTCGTTCCATTGCACACTTGGGCCCTCAACTGA
CCGACATCTATGCTCGCACGAGGAAGGCGTACAAAATGCTGGCGAGAGGAAGTGTCGCT
GACAAGGTGAAAGTGGCAGAGATCCTCAACTCGATGGTAGGAGCCGCGCCGGGCTACAG
AGTCCTCAACAAGAACATCATCACTGCCGAAGAAGAAGTCTTGGTTAATGCCGCCAACA
GCAACGGCAGACCCGGCGACGGTGTGTGTGGTGCGCTCTACGGCGCATTCGGGGACGCT
TTCCCCAACGGTGCGATCGGCGCGGGAAACGCGGTCCTGGTCCGAGGACTCGAGGCCAC
CATCATCCACGCAGCCGGAGCTGATTTCAGAGAGGTCGATGAAGAAACCGGTGCACGAC
AGCTGAGAGCAGCATACCGCGCGGCGGCTACTTTAGTCACTGCTAACGGTATTACCAGC
133 
 
GCTGCCATCCCTCTGCTGAGTACACACATCTTTTCCAACGGTCGAAACAGACTGGAACAG
TCCTTCGGCGCACTAGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTACTGC
CTGGCCAACAACATGGCCGCGAGGATCCAGCAACTAATCGACGATCACGCTCGCGAAGA
GTTCGACGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCTAATGCGATGTGT
GACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTGTGGGTGCCCAAACATAGTAC
TCTGGCCGGAAGACCGGGATATAGTGCCACTTACGGCGACCGCAGATCTCTTTTTGTCGG
CACGAAGTTCCACCGTGCCGCAGTTGCTATGTCGTCAATCGAAGCGGCTTGGCCTAGGAC
CAAAGAAGCCAATGCCAAACTCATCGAGTACATACGAGGGCAACACCTCGTTGACGTCC
TAAAAAGTTGTCCAGTCAACGACATACCGGTAGGTAGACCGCCTTCTAGCCTGCCCTGCG
GTTGCATTTATGCCATGACCCCGGAACGGGTCACAGTGCTGAAGCAAAGGCCGCAAGAA
GGTTTTGTGGTATGCAGTGCATTCAAACTGCCGCTCACCAACATCCAAGACGTCACCAAA
GTGGAGTGCACGGTGAGAGCACCTGCAGAGGAACCTAGACCGGTGCGCTACTTGCAAGA
GAGGCGCCCAGTGCAGGCCGCCGCGAGGCAGCCCAGGCCGGCAATTGTGGCTGCCAGCG
TCGCCGGCACAGCCACGAGTCGCCGCACACCCGCGCCGGGCTCGGTGCAGGTGCGCCTA
CTGCCGCCAAGAGACGGCACGGTATCCCGCAGTTCTCGCACGAGTTCGCAGTCCAGCGTC
ACCTCGTCAGCGGGACCCATGATGCCGGTGCCCCGAAGGGCGCCAGTCGCGCCAGCGGC
ATCATTGGCGGGCAGCGTCCACAGCCATAGTGTGCGCAGCGCCCCTGCCATTCTGAGGGC
CGTCAGCACAGGAGCCAGAAGCGTGCGCAGCTTAACCGGGCACAGAGATGATGCCGTTA
GCGTCGCCGGTTCGGTGAGACAGCCCAGTGGGCCGCCCAGCAGCGTGAGCACGCCCGCC
GCGCCTAGAGGGCTAACACGGGAACAGTTCGGCGCCGTAAGAGCTAGGGCCCGCAGGG
ACCTAGAGTTGGAGGGATCGGAGCATGGCAGCCAGGCCAGCTTCCGTTCCGGCTCGCTG
GTGGTGGGGAGCACCGCCAGTAGCTACAGCCAACGTCCTGACGACCAGGACACGGGCTC
TGAACCCTCAGGCCGCGGCGCCGCCGTGAGGACACGGCGCAGAGGGCAACGTGACGGCC
CCGGAGGGTATATATTCTCTTCTGACCAAGGTACAGCTCATCTCAGCCAGCATAACACCC
AGACAAACAACACTACGGAGGTGTTGATGAGAACGTCGGTACTGCCAAGTAACGACCAT
GGTACTCCAGATCTGCCTGCAGAGATGAAGAAGAGGCTGGCGTACCAGATGCGCCCCAC
TCAAAAGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCACAACATGAAACACAAGATCG
TTCAATGTTTGCAGCGAGGTGCCGGGCACTACCTGAGAGAGCAACATGCTCTGCCGCTGT
GGAAAAACACCTTTCCTAAGCCCAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGT
GTCAATACAGCGATTGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACTTTAAGC
TCGTTCGGAGTCACGGACAAGTACGACGCTTATTTGGACATGGTTGATGGGCTCAACTGC
AACCTCGACACAGTGACGTTTGACCCTGCTAAGGTGCGTTCTCTGCCGAAGAAATCAGAG
TATAACCAGCCGCTCATACAGTCCCAAGTGCCCGGTCCTATGGCATCTACTCTGCAAAGC
ATCCTTATGGCCGCCACCAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCTAC
CATGGACTCAGCGGCAATGAACGTGGAGGCTTTCAAGAAATTTGCCTGTAAAGACACCG
ACCTGTGGACTGAGTTTGCAGAAAAACCCGTAAGGTTGTCGCCCGGCCAAATTGAAGAG
TACGTCTTTCACTTACAAGGGGCTAAGGCCAACGTGATGCACAGCAGAGTCGAAGCCGT
ATGCCCTGACCTTTCGGAGGTGGCTATGGACAGATTCACACTGGACATGAAACGCGACG
TTAAAGTGACGCCGGGCACGAAACATGTAGAGGAGAGACCCAAGGTTCAAGTGATTCAG
GCGGCCGACCCTATGGCCACCGCGTACTTGTGCGCTATCCATAGAGAGCTAGTCCGAAG
GTTGAAAGCCGTCCTAAAACCATCCATACATGTGTTGTTCGACATGAGTTCCGAGGACTT
CGACGCTATCGTGGGCCACGGGATGAAGCTGGGCGACAAGGTGCTGGAAACGGACATCT
CCTCATTCGATAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGTTGATGCTGCTGGAA
GATTTGGGCGTAGAGGAGGATCTCCTGACCCTCATCGAGGCGTCCTTCGGCGACATCACT
TCTGTCCACCTGCCTACAGGCACCAGATTCCAGTTTGGATCGATGATGAAGTCCGGGCTT
TTCCTGACGTTGTTCGTGAATACGCTGCTTAACATCACCATAGCCGCCCGAGTCTTACGG
GAGCAGCTGGCTGACACCAGGTGCGCCGCGTTTATTGGCGACGACAACGTCATAACCGG
AGTAGTGTCCGATGATATGATGGTGGCCAGGTGCGCGTCCTGGCTGAACATGGAGGTGA
AGATCATGGACATGGAGATCGGCGATAGGAGTCCTTATTTTTGTGGCGGCTTCCTGTTAC
TCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAG
ATGGGAAAACCAGCCTTGAACGATCCGGAAACGGATGTGGACAGATGCCGCGCATTGCG
134 
 
CGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCCGCCG
CTACACGCTATGGCGTGAATCACCTGCCGTTAGCCACAATGGCGATGGCCACGCTCGCCC
AGGATCTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGCCTAACCTT
AATATTTTCTGCATCATACTCTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCC
TATCGCCAGATGGAGCCCATGTTCGCACCGGCTTCTCGAGGACAAGTACAGCCGTATCGG
CCGCGCACAAAGCGCCGCCAAGAGCCGCAAGTCGGCAACGCTGCTATTGCTGCCCTCGC
GAACCAGATGAGCGCGCTCCAGCTGCAAGTGGCTGGACTTGCCGGCCAGGCAAGGGTGG
ACCGTCGTGGACCGAGACGTGTTCAGAAAAACAAGCAGAAGAAGAAGAACTCTTCCAAC
GGAGAAAAACCCAAGGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAAGGGAGC
GGCGGTGAAAAAGCCAAGAAGCCGCGGAACCGGCCCGGGAAGGAGGTAAGGATCTCCG
TAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCATGACGGTGCCATATCCGGCTATG
CGGTGCTGATTGGCTCCCGCGTGTTTAAGCCAGCGCACGTGAAGGGTAAGATCGACCAC
CCCGAACTGGCGGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCGC
ATACCCTAAGAGCATGCGAGACCAGGCGGCTGAACCAGCAACCATGATGGATGGAGTGT
ACAATTGGGAGTACGGCACTATCAGAGTGGAGGACAATGTCGTAATCGATGCGAGCGGC
AGAGGCAAGCCGGGTGACAGTGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTCG
GTATCGTCCTCGGAGGAGGACCCGATGGTAGGCGCACACGTCTCTCCGTGATAGGTTTCG
ACAAGAAGCTGAAGGCCAGAGAGATCGCCTACAGCGAGGCCATCCCTTGGACACGCGCA
CCAGCTCTCCTGCTGCTGCCTATGGTCATCGCCTGCACCTACAACTCCAACACCTTTGATT
GCTCCAAACCGTCCTGCCAGGACTGTTGCATTACTGCTGAACCAAAGAAGGCCATGACTA
TGCTGAAGGACAACCTGAATGACCCGAACTACTGGGACCTGCTCATTGCCGTCACCACCT
GCAGTTCCGCCCGAAAAAAGAGGGCTGTGTCTACGTCGCCTGTCGCCGTTTACGACACAC
AAATTCTCGCCGCCCACGCAGCTGCCTCCCCGTATAGGGCGTACTGCCCCGATTGTGACG
GAACTGCCTGCATCTCGCCGATAGCTATCGACGAGGTGGTAAGTAGCGGTAGTGACCAC
GTCCTTCGCATCCGGGTCGGTTCTCAATCGGGAGTGACCGCTAAAGGCGGTGCGGCGGGT
GAAACCTCTCTGCGATACCTGGGAAGGGACGGTAAGGTTTACGCCGCGGACAACACGCG
GCTCGTGGTGCGCACCACTGCAAAGTGTGACGTGCTGCAGGCCACTGGCCACTACATTCT
GGCCAACTGCCCAGTGGGGCAGAGTCTCACTGTTGCGGCCACACTGGACGGTACCCGGC
ATCAATGCACCACGGTTTTCGAACATCAAGTAACGGAGAAGTTCACAAGAGAACGCAGC
AAGGGCCACCACCTGTCCGATCTGACCAAGAAATGCACCAGGTTCTCCACCACCCCGAA
GAAGTCCGCGCTCTATCTCGTTGATGTGTATGATGCTCTGCCGACTTCTGTAGAGATCAG
CACCGTGGTGACATGCAACGAAGGACAGTGCACAGTGAGGGTGCCACCCGGTACCACAG
TGAAATTCGATAGGAGGTGCAAGAACGCTACCAAAGAGACCGTCACCTTCACCAGCGAC
TCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCCGCCAGCATCACCCAGGGCAA
GCCGCACCTCAGATCGTCAATGTTGCCCAGCGGAGGCAAAGAGGTGAAAGCGAGGATTC
CATTCCCGTTCCCGCCAGAGACTGCGACTTGCAGAGTGAGCATCGCCCCACTGCCATCGA
TTACCTATGAGGAAAGCGATGTTCTGCTGGCCGGCACTGCGAAATACCCCGTGCTGCTAA
CTACACGGAACCTTGGTTTCCATAGCAACGCCACATCTGAATGGATCCAGGGTAAGTACC
TGCGCCGCATCCCGGTCACGCCCCAAGGGATCGAACTAATGTGGGGAAACAACGCACCG
CTGCACTTCTGGTCATCTGTCAGGTACGCATCTGGAGACGCCGACGCGTACCCCTGGGAA
CTTCTGGTGCACCACACCAAGCACCATCCGGAGTACGCGTGGGCGTTTGTAGGAGTTGCA
TGTGGCCTGCTGGCCGTTGCAGCATGCATGTTCGCGTGCGCATGCAACAGGGTGCGGTAC
TCTCTGCTCGCCAACACGTTCAACCCGAACCCACCACCACTGACCGCACTGACTGCAGCA
TTGTGCTGCATACCTGGGGCTCGCGCGGATCAACCCTACCTGGACATCATTGCCTACTTG
TGGACCAACAGCAAAGTGGCCTTCGGGCTGCAATGCGCGGCGCCCGTGGCTTGCATGCT
CATCGTTACATACGCCCTTAGACATTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAG
AGGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACA
CACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAGGCGGTGATAAACCGGA
ATGGGTATGACCCCCTGAAGCTTACCATCGCAGTGAACTTTACCGTCATCTCACCAACTA
CGGCACTGGAATACTGGACCTGTGCAGGAGTCCCTGTCGTCGAGCCGCCCCATGTGGGCT
GCTGCACGTCAGTGTCCTGCCCCTCCGACCTCTCCACGCTGCACGCGTTCACCGGCAAAG
135 
 
CCGTCTCCGACGTGCACTGCGATGTGCACACGAACGTGTACCCCTTGTTGTGGGGTGCGG
CTCACTGCTTCTGTTCCACTGAAAACACGCAGGTCAGCGCTGTGGCCGCCACCGTTTCTG
AGTTCTGTGCTCAGGACTTAGAGCGCGCCGAGGCGTTCAGCGTTCACAGCAGCTCAGTCA
CTGCAGAGATTCTGGTGACGCTTGGTGAAGTGGTGACGGCGGTCCACGTTTACGTGGACG
GGGTAACATCAGCCAGGGGTACCGACCTCAAGATCGTGGCTGGCCCAATAACAACTGAC
TACTCCCCGTTTGACCGCAAAGTAGTCCGTATCGGCGAAGAGGTCTATAATTACGACTGG
CCTCCTTACGGGGCTGGTCGACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAA
CTATGTCAAACCCAATGACCTGTACGGGGACATCGGAATTGAAGTACTGCAGCCGACTA
ATGACCACGTGCACGTGGCTTACACGTATACGACCTCTGGGTTGCTGCGTTGGTTGCAGG
ACGCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCTAACCCG
CTCCTGGCCCTCGATTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCG
AAGTTCACCCGCAAACTAAAGGACCCGAAACCTTCGGCCCTGAAATGCGTGGTGGACAG
TTGCGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGG
CTGGGAAGTGCGGGATCCATTCCCTGACACCAGGAGTCCCTCTGAGAACATCAGTGGTTG
AAGTAGTTGCCGGCGCTAATACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTA
CACTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCCAGTGAGTGCACTCCACCG
AAGGAACACGTAGTCGCAGCCAGGCCTCGCCATGGCAGCGACACTGGAGGCTACATCTC
CGGGCCCGCAATGCGCTGGGCCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTCAT
CCTTGCCGTCACCTACTGCGTGGTGAAGAAGTGCCGCTCTAAAAGAATCCGGATAGTCAA
GAGCTAA 
>Dominant_SCO/G583/10_SAV5 
ATGATGCAAAATTTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTTAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCC
AGCAATAGGTCGTCCAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAAG
TGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGATATAGGGAGCGCACC
AGCGAGAAGAATCGGGGCACCCGATAATGTCACATACCACAGTGTGTGTCCTCGCAAAT
GCGCTGAAGACCCTGAGAGGCTGGCTTCTTACGCCAGGAAACTCGTCAGGGCTGTGGAG
AGAGGAGACGGACACCTCGTCAATGATAGAATCACTGACTTGAAGGATGTCCTGGAGAA
CCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAAG
TAAAGGCCGATATTGCAGTGTACCAGGACGTGTACGCAGTTGATGCTCCGTCTACCATTT
ACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGTG
TTCCACACGGACGCTATGGCGGGCAGCTTCCCGCTATATGACGCCAACTGGAGCGACTCG
GCGGTGCTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGATTCCATC
AAATGGAGATTCCGTTTCCGTGACAGGCCACTGGTACCGTCTGGAGAAATCCATTACTCG
GTGGGTAGCACCCACTACGTTGAGGACCGAGACAAGCTGAAAAGCTGGCACCTGCCTTC
TACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTAGTAAGCTG
TGGCGGCTACGTCGTAAAGAAGATCACGATCTGCGAGGGCATCGTCGGTATCCCCGCGA
AGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGAT
ACGATCAACCACGAACAGGTATCATTCCCAGTGGTGACCTACATCCCTGCCGTCATCTGC
GACCAGATGACCGCCATGACGGCTAACCCCGTCAAATATCCGGATGCCGTCAAACTGCT
GGTAGGACTCAACCAGAGGATCGTGGTCAATGGGACCACCGTCCGCAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTCGCTCGCGCACTGTGCAGCTGGGCAGACGAAGTTC
GGCGGGACATGGAGGACGAACAAGACATGTACGGTATCACGTCCGTCACCACATGGATC
TGCATCTGCAGAGCGTACGACAAACGCCAGCAGCATACCTTTTACCGTAGGCCTAAGCA
GTCCTCGGGCATATACGTGCCTGCCAAGTTTACAGGGTCGCTGAGAGCCTCCCTCTCAGC
CACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGCGCGATTAA
ACCTATGGATCAGGCTATCGCAGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGG
TGCACGAGTTGACAGAGGAAGAGGGCAGGCAACAGGCCGCCAACCCTAGTTACATCGCA
GACGTGCTGAGCCAAGACGACGACGAGGAAGCCAGCGACGGAATGTCTGATGTGGACCT
CGGCGAAGAAGATGGGGCGGGTGCCACCATCATTGACTGTCAAAGAGGCACCGTGAAAG
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TGGTCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTACTGTCCCCGGTGACC
GTGTTGCGCACCAGGAAGCTGGCCATTTTGCTCGGGCCACTCGCGGAAGAAGTGATGCA
GTATGTCCACAAGGGCCGGACCGGACGTTACGCCATCGAGAAGAATAACTTGAAGGTAC
TCATCCCTACGGGGGTGTCCCTCAAGACAGATAACTTTCAGGCCCTTGCCGAAAGTGCTA
CCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGATCAGCTGGCAACAAGAG
GACCAGCAAAAAACACTGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGCGAGG
GACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTCAAAAAAGAAGATGCAACAGG
CACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGGCGCT
GCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTTCCGG
GTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGCTAGT
GGAAAAAAGGAGAACTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCTTGA
AAATAGCCGCACGTACGGTTGACTCGCTGCTCTACGGTGCATACCGAGGAGCGGTCAGT
ACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACTCTGCTCGCCTTGATCGCT
GCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATGTGT
GAACCAGCTCCAAATGCGGATGCATTATAACCACGAGATTAGTGACCGCGTTTTGCGGA
AGAACATCTCCCGCCGTTGCACTCACACGCTCACGGCCATCGTTTCAAACCTCAACTACG
AAGGTAGAATGAAGACTACGAACCCGTGCAAAAAGCCGGTACTAATTGACACTACCGGA
TCCACCAAGCCTGACAAGGAAGCGTTGGTGCTGACGTGCTTCCGCGGGTGGGTTAAAGA
TCTAAAAATCCTCTACCCTCACAATGAGCTCATGACTGCGGCTGCCTCGCAGGGTCTGAC
CCGCGAAAAGGTGTACGCCGTTCGCTGTCGCGTTACGACGAACCCACTCTATGAGCCGAC
CTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACACT
GCCGAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCTAC
CATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCGGCCCTCAGAGAAGCGTGTG
TCCCACGGATGAACTTCGCGCATGGGAAGCGTAACACCTGTTGGGCAGTTACAAGCAGC
CGGGTGCTGCATGAGGCAGGCGTCCAGATAACGCCGGAGGACTACAACCGTATCTTTCC
GGCGTTCCGAGAGGACAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACTCT
CGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGGCT
GGAGAACAGCCACTGGAGCAACTCCAACAGAGGGTATGAGTATGGCCTCAACCTGGATG
CACTGGAAGGCTACGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGCGC
GGGCGCGAGTGTTACGACATTGAAACGGGGAAGTTGGTGCCTATGGACCCTGCCAGGGT
CCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCGGCCAA
TCCAGGCTTCCTGGAAAACAGACTTACAGTTGACAGATGGGACCAAGTGCACAGCTTCA
AGACAAGAGCAGCAGTCAAGTTCGCAGAGCTGACGAAGCGTGTCTCATATAACTCGGTC
CTTGACCTTGGAGCCGCCCCGGGAGGCGTGACTGACTACTGCGTGAAGAAGGGAAAAAC
CGTCACGTGCGTCTCCGAGCAGTGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTACGG
CAGATATCAACGGCCCACTTAACAACCTAGGCATCTAGAACCTGGTGTTTTGTGATGCAG
CCGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCACA
TCAGCATGTAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAGGC
GTATGGGATGGCGGACCGCCGAACAGAGAGGGCAGTGGAATGTACAGCGAGGTACTTCA
AGTCTGTCTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTTTTCTTCA
AGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACACTTGGGCCCTCAACTGA
CCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGTAGTGTTGCT
GACAAGGTGAAGGTGGCAGAGATACTTAACTCAATGGTAGGAGCCGCACCGGGGTACAG
AGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTCCTGGTTAACGCCGCCAACA
GTAATGGCAGACCCGGTGACGGTGTGTGTGGTGCGCTCTATGGCGCGTTTGGGGACGCAT
TCCCCAACGGTGCAATCGGTGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTACC
ATCATACACGCAGCTGGGGCTGACTTCAGAGAGGTTGACGAGGCTAACCTAGTCACGGC
CAACGGCATCACCAGTGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAATGGTCG
GAACAGGCTGGAACAGTCGTTTGGTGCATTGGTGGAGGCGTTCGACACGACAGAGTGCG
ACGTCACCATCTACTGCCTGGCCAACAACATGGCTGCGAGGATCCAGCAACTGATTGAC
GACCACGCTCGCGAAGAGTTTGACGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACATG
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AAGTCGATGCAATGAGTGACACGGAGACGCTGTCCAGCTTCGGCGACGAAACGGTATGG
GTGCCTAAACACAGCACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCTTACGGCGACCG
CAGATCCCTTTTTGTCGGCACAAAGTTCCACCGTGCAGCGGTCGCTATGTCGTCAATCGA
GGCGGCTTGGCCTAAGACCAAAGAAGCCAACGCCAAACTCATTGAGTACATACGTGGGC
AACACCTCGTTGACGTCCTAAAGAGCTGCCCGGTTGACGATATACCCGTAGGCAGACCG
CCTTCTAGCCTGCCCTGTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTGCTG
AAGCAAAGACCGCAGGAAGGTTTCGTGGTATGCAGCGCATTTAAACTGCCTCTTACCAA
CATCCAGGACGTCACCAAGGTGGAGTGCACGGTGAGAGCACCCGCAGAGGAACCTAGAC
CGGTGCGCTATCTGCAGGAGAGGCGCCCAGTGCAGGCCGCCGTGAGGCAGCCTAGGCCG
ATTGCCGTGGCTGCCAGCGTCGCCGCGAGTCATACAGCCAGTAGGACTAGCACCGCCTC
GAGCCGCCGCACTCCTGCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATG
GTACGGAATCACGCAGTTCTCGCATGGGCTCGCAGTCCAGCGTCACTTCATCAGCGGGAT
CCGTACTGCCGGCGCCCCGAAGGGCGCCAGTTGTGCCGGCGACATCGTCGACGGGCAGC
GTCCATAGCCGCAGTGTGCGTAGCGCCCCTGCTATTTTGAGGGCCGCCAGCGCGGGTGCC
AGAAGCGTGCGCAGCGCCCTACCCGGCTCCGCCGGGCACAGAGCGGGCGCCTTTAGCGT
CGCTGGCTCGGTGAGACAGCCCAGCGGGCCGCCTAGTAGCGTGAGCACGCCCGCCGCGA
CCAGAGGGCTGACACGGGACCAGTTTGACGTCGTAAGAGCTAGGGCCCGTAGGAACTTG
GAACCGGAGGGGTCGGAGCATGGCAGCCAAGCCAGCTTCCGCTCCGGCTCGCTGACGGT
GGGGAGCTCTGCTAGTAGCTACAGCCAACGTTCCGACGATCAGGACACGGGCACCGAAC
CCTCAAGCCGCGGCACTGCCGTGAGAACACGGCGCAGAGGGCAACGGGACGGTCTCGGA
GGGTACATATTCTCTTCTGATCAAGGCACAGCTCATCTCAGCCAGCACAACACCCAGACA
AACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGTAACGATCACGGCAC
ACCAGATCTGCCTGCAGAAATGAGGAAGAGATTGGCGTACCAGATGCGCCCCACTCAAA
AGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGA
TGTTTGCAGCGAGGTGCTGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAA
AAACACCTTTCCTAAGCCCAGGTACTCCGACGCTTGCGTGGTGAAGTTCGAGAGCGTCAA
CACAGCAATCGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACCTTAAGCTCGTT
CGGTATCACGGATAAGTACGATGCTTACCTGGACATGGTAGATGGGCTCAATTGCAATCT
CGACACCGTGACGTTCGATCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTACA
ACCAGCCGCTCATACAGTCCCAAGTGCCCGGACCTATGACATCCACTCTGCAAAGCATCC
TCATGGCCGCCACTAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACCTTG
GATTCAGCGGCAATGAACGTGGAGGCTTTTAAAAATTTCGCCTGCAAGGACACCGATCT
GTGGACTGAGTTTGCGGAAAAACCCGTAAGGCTGTCGCCCGGCCAAATCGAAGAGTATG
TCTTCCATCTACAAGGGGCCAAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGC
CCTGACCTTTCGGAAGTGGCTATGGACAGGTTCACACTGGACATGAAACGCGACGTCAA
AGTGACGCCAGGCACGAAACACGTAGAGGAGAGACCTAAGGTCCAAGTGATTCAAGCG
GCCGACCCCATGGCCACCGCGTACTTGTGCGCCATCCACAGAGAGCTGGTCCGAAGGCT
GAAGGCCGTCCTAAAACCGTCCATACATGTGTTGTTCGACATGAGCTCCGAGGACTTTGA
TGCTATCGTGGGCCACGGGATGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCT
CATTCGACAAGAGCCAGGACCAGGCCATGGCGGTTACGGCGCTGATGCTGCTGGAAGAC
TTGGGAGTAGAAGAAGACCTCTTGATCCTAATTGAGGCGTCCTTCGGCGACATCACTTCT
GTCCACCTGCCTACAGGCACCAGATTCCAGTTCGGATCGATGATGAAGTCTGGACTTTTC
CTGACGTTGTTCGTGAACACACTGCTTAACATCACCATAGCTGCCCGCGTTTTACGGGAG
CAGTTGGCCGGCACCAGATGTGCCGCGTTTATCGGTGACGACAACGTAATAACCGGAGT
AGTGTCCGACGACATGATGGTGGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGA
TCATGGACATGGAAATCGGCAACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCG
ACACGGTAACAGGCACTGTGAGCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATG
GGAAAACCGGCCCTGAACGATCCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCG
AAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCC
ACACGCTACGGCGTGAACCATTTGCCGTTGGCCACAATGGCGATGGCCACGCTCGCCCA
GGACTTGAGATCGTACTTGGGCGCGCGAGGGGAGTACGTATCCCTCTACGCCTAACCTTA
138 
 
ATATTTTCTGCATCATACTTTCAACCAACCATGTTTCCCATGCAATTCACCAACTCAGCCT
ATCGCCAGATGGAGCCCATGTTCGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGG
CCGCGCACAAAGCGCCGCCAGGAGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGC
GAACCAGATGAGTGCGCTCCAGTTGCAGGTAGCTGGACTTGCCGGTCAGGCAAGGGTGG
ACCGCCGTGGACCAAGACGTGTTCAGAAAAACAAGCAGAAGAAGAAGAACTCTTCCAAC
GGAGAAAAACCCAAAGAGAAGAAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGC
GGTGGTGAAAAAATCAAGAAGCCTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCG
TAAAGCGTGCCCGACAGAGCACCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACG
CTGTGCTGATCGGCTCTCGCGTGTTCAAGCCAGCGCACGTGAAGGGTAAGATCGACCACC
CCGAACTGGCAGACATCAAGTTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCCGCG
TACCCGAAGAGTATGCGAGATCAAGCGGCTGAACCAGCAACCATGATGGACGGAGTGTA
CAACTGGGAGTATGGCACTATCAGAGTGGAGGACAATGTCATAATCGACGCAAGCGGTA
GAGGCAAGCCGGGTGACAGCGGCAGGGCCATCACCGACAACTCAGGAAAGGTTGTTGGT
ATTGTCCTCGGAGGAGGACCCGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGAC
AAGAAGATGAAGGCTAGAGAGATCGCCTATAGCGAGGCCATACCTTGGACACGCGCTCC
GGCCCTCCTGCTGCTGCCTATGGTCATTGCCTGCACCTACAATTCTAACACCTTCGACTGC
TCCAAACCGTCCTGCCAGGACTGCTGCATTACTGCCGAACCAAAGAAGGCCATGACCAT
GCTCAAGGACAACCTGAACGATCCGAACTACTGGGACCTACTCATTGCTGTCACCACCTG
CGGCTCCGCTCGGAGAAAGAGGACTGTGTCTACGTCGCCTGCCGCCGTTTACGACACACA
GATCCTCGCCGCCCATGCAGCTGCCTCCCCGTACAGGGCGTACTGCCCCGATTGTGACGG
AACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTGGTGAGCAGTGGCAGCGACCACG
TCCTTCGCATACGGGTCGGCTCTCAATCGGGAGTGACCGCCAAAGGCGGTGCGGCGGGT
GAAACCTCTCTGCGATACCTGGGAAGGGACGGGAAGGTTCATGCCGCGGATAACACGCG
GCTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCTACTGGCCACTACATCCT
GGCCAACTGCCCAGTGGGGCAGAGCCTCACCGTTGCGGCCACACTGGACGGTACCCGGC
ATCAATGCACCACGGTTTTCGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGC
AAGGGCCACCATCTGTCCGACATGACCAAGAAATGTACCAGATTTTCCACTACTCCAAAA
AAGTCCGCCCTATACCTCGTTGATGTGTACGACGCTCTGCCGATTTCTGTAGAGATTAGC
ACCGTCGTAACATGCAACGATAGCCAGTGCACAGTGAGGGTGCCACCCGGCACCACAGT
GAAATTCGACAAAAAATGCAAGAGTGCTGCCTCGGCGACCGTCACTTTCACCAGCGACT
CCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGCTGCCAGTATCACCCAGGGCAAG
CCACACCTCAGATCGGCAATGTTGCCTAGTGGAGGCAAGGAAGTGAAAGCAAGGATCCC
GTTCCCGTTCCCGCCGGAAACTGCAACTTGCAGAGTGAGTGTCGCCCCACTGCCGTCGAT
CACCTACGAGGAAAGCGATGTTCTGCTGGCTGGCACCGCAAAATACCCTGTGCTGCTAAC
CACACGGAACCTTGGGTTCCACAGCAATGCCACATCCGAATGGATCCAGGGTAAGTACC
TGCGCCGCATCCCGGTCACGCCTCAAGGGATCGAGCTAATGTGGGGAAACAACGAGCCG
ATGCACTTTTGGTCATCCGTCAGGTACGCATCCGGGGACGCTGACGCGTACCCCTGGGAA
CTTCTGGTACACCACACCAAGCACCACCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCA
TGTGGCCTGCTGGCTATCGCAGCGTGCATGTTTGCGTGCGCATGCAACAGGGTGCGGTAT
TCTCTGGTCGCCAATACGTTCAACCCGAACCCACCACCACTGACTTCACTGACTGCAGCA
TTGTGCTGCATACCAGGGGCTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTG
TGGACTAACAGCAAAGTGGCCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTC
ATCATTACATACGCCCTTAGGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGA
GGGTGGTCGGCTCTGCTGGTCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACAC
ACCGTGGTGGTCCCAATGGATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAA
TGGGTATGACCCATTGAAGCTGACCATCTCAGTGAATTTCACCGTTATCTCACCAACTAC
GGCTCTGGAATACTGGACCTGTGCGGGAGTCCCTATCGTCGAGCCGCCCCATGTGGGCTG
CTGCACGTCGGTGTCCTGCCCCTCTGACCTCTCTACGCTGCACGCGTTTACTGGCAAAGCT
GTCTCCGATGTGCACTGCGATGTGCACACAAACGTGTACCCCTTGCTGTGGGGTGCGGCT
CACTGCTTCTGTTCCACCGAGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAG
TTCTGTGCCCAGGACTCGGAGCGTGCCGAAGCGTTCAGCGTTCACAGCAGCTCAGTCACC
139 
 
GCCGAGGTCCTGGTGACGCTTGGTGATGTGGTGACGGCAGTCCACGTTTACGTGGACGG
GGTAACATCAGCCAGGGGCACTGACCTCAAGATCGTGGCTGGCCCGATAACAACCGACT
ACTCCCCATTCGATCGCAAAGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGC
CTCCTTACGGGGCCGGTCGACCTGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACT
ATGTCAAACCCAACGATCTGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAAC
GATCACGTGCACGTGGCTTACACGTACACGACCTCTGGGCTATTGCGTTGGCTGCAGGAC
GCTCCGAAACCACTCAGTGTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTC
CTGGCCCTCGACTGTGGGGTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAG
TTCACCCGCAAATTAAAGGATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGTTG
CGAGTACGGGGTGGACTACGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCG
GGAAGTGCGGGATTCATTCCCTGACACCAGGAGTTCCCCTGAGAACATCGGTGGTTGAA
GTGGTTGCTGGCGCCAACACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTCGCA
CTCGAGGTAGAGATCTGTTCGGCAATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAA
GGAACATGTGGTCGCAGCCAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCG
GGCCCGCAATGCGCTGGGCCGGTGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCC
TTGCCGTCACCTACTGCGTGGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAG
AGCTAA 
>Dominant_SCO/G865/15_SAV1 
ATGATGCAAAATCTCACAGCTAACCCCTCCGCCGGCGCTACAGTTACTGTAGATCTGCCC
GCGGACCACCCGGCCCTGAACCAGTTCAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGC
CAGCAATAGGTCGTCTAACGACCATGCCGCCGCCAGAGCTTTCTCCCACTTGGCTACCAA
GTGGATTGAGCGCGACATCGATGGCCGTCAGGTCATCGTTGCCGACATAGGGAGCGCAC
CAGCGAGAAGAATCGGGGCACCCGATAACGTCACATACCACAGTGTGTGTCCTCGCAAA
TGCGCTGAAGACCCTGAGAGGCTGGCTTCTTATGCCAGGAAACTCGTCAGGGCTGTGGA
GAGAGGAGATGGACACCTCGTCAATGAAAAAATCACTGACTTGAAGGATGTTCTGGAGA
ACCCGGACACGTCACTGGAAACCACCAGTATCTGCCTGAACGACGACGTGAGTTGTAAA
GTAAAGGCCGATATTGCAGTGTACCAGGATGTGTACGCAGTCGATGCTCCGTCTACCATC
TACGCGCAAGCCGACAAAGGTACGCGAGTGGTATACTGGATCGGGTTCGAGCCGTTCGT
GTTCCACACGGACGCTATGGCGGGTAGCTTCCCGCTATATGACGCCAACTGGAGCGACTC
GGCGGTACTGGCAGCTAAAAACCTGCCACTGTGCTACTCAGGGTTGTCGGAGGATTCCAT
TAAATGGAGATTCCGTTTCCGTGACAAGCCACTGGTACCGTCTGGAGAAATCCACTACTC
GGTGGGTAGCACCCACTACGTTGAGGACCGTGACAAGCTGAAAAGCTGGCACCTGCCTT
CTACCTTCCACTTCGTGGCACCCAACAAGTATACATGCCGTTGCGATACGGTGGTAAGCT
GTGGCGGCTACGTCGTAAAGAAGATCACGATCTGTGAGGGTATCGTCGGTATTCCCGCG
AAGGAGGAACTGGCCACCTCGTACCACCGTGATGGAGTGGTGGTGACCAAGTTCTCTGA
TACGATCAACCACGAACAGGTGTCATTCCCAGTGGTGACCTACATCCCCGCCGTCATCTG
TGATCAGATGACCGCCATGACGGCCAATCCCGTCAAATACTCGGATGCCGTCAAACTGCT
GGTAGGACTCAACCAAAGGATCGTGGTCAACGGGACCACCGTCCGCAACGTCAACTCCA
TGGATAACTCGCTGATTCCCGTATTCGCTCGCGCATTATGCAGCTGGGCGGACGAAGTTC
GGCGGGACATGGAGGACGAACAAGACCTGTACGGTATCACGTCCGTCACCACATGGATC
TGTATCTGCAGAGCGTATGACAAACGCCAGCAGCATACCTTCTACCGTAGGCCCAAGCA
GTCCTCGGGCATATATGTGCCTGCCAAGTTCACAGGGTCGCTGAGAGCCTCCCTCTCAGC
CACCTACCTTAACCTGCCTCTGAAGCAACTGCTGCTTAATACGCTCAAACGTGCGATTAA
ACCTATGGATCAGGCCATCGCCGATGAGACAGAAGCACTTGCGCACGACGCAGCTGAGG
TGCACGAGTTGACAGAGGAGGAGCGCAGGCAACAGGCCGCCAATCCTAGTTACATCGCA
GACGTGCTGGGCCAAGACGACGACGAGGAGGAAGCCGGCGACGGCATGTCTGATGTGG
ACCTCGGCGAAGAAGACGGGGCGGGTGCCACCATCATCGATTGTCAAAGAGGCACCGTG
AAAGTAATCACGGCGTTCGGTGACAACATGATGGGGGAATACCTAGTATTGTCCCCGGT
GACCGTGTTGCGCACCAGGAAACTGGCCATTCTGCTCGGACCACTCGCGGAAGAAGTGA
TGCAGTATGTCCACAAAGGCCGGACCGGGCGCTATGCCATTGAGAAGAATAACCTGAAG
140 
 
GTACTCATCCCTACGGGGGTGTCCCTCAAGACCGATCACTTCCAGGCCCTTGCCGAAAGC
GCTACCTTGACCTACAACGACTACCTGTTCACATGCCGCACGCTCGACCAGCTGGCAACA
AGAGGATCAGCAAGAAACACCGACGAAGTCTACTACAAGCTTGTTGACGCCGCTAAGGC
GAGGGACGAATACGTTTACGAACTGTCCTCCAAGCAATGCGTTAAGAAAGAAGATGCAA
CAGGCACAGTCCTCCAAGGGGACATATGCAATCCGCCTTATCACCAGTTTGCCTACGAGG
CGCTGCGTAAAAGGCCGGCTCACACACACGACGTCCACACGATTGGCATCTACGGGGTT
CCGGGTGCAGGAAAAACCGCTATCATCACAACCGAAGTAACTACACGCGACTTGGTCGC
TAGTGGAAAAAAGGAGAATTGTGAAGACATCAAGCGGTGCGTGTTGGAGAGACGCGGCT
TGAAAATAGCCGCACGTACGGTTGACTCACTGCTCTACGGTGCATACCGAGGAGCGGTC
AATACGCTGTACGTTGACGAGGCTTACGCCTGTCACTCGGGCACCCTGCTCGCCTTGATC
GCTGCGGTAAGACCGACGGGAAAGGTGGTGCTTTGTGGTGACCCTAAACAAGTCGGATG
TGTGAACCAGCTCCAAATGCGGATGCATTACAACCATGAGATTAGTGACCGCGTTTTGCG
GAAGAACATCTCCCGCCGTTGCACTCATACGCTTACGGCCATCGTTTCAAACCTCAACTA
CGAAGGTAGAATGAAGACTACGAACCCGTGCAAAAAACCCGTACTAATTGACACCACCG
GATCCACCAAGCCCGACAAGGAAGCGTTGGTGTTGACGTGCTTCCGCGGGTGGGTCAAG
GATCTAAAAATCCTCTATCCTCATAACGAGCTCATGACTGCGGCTGCTTCGCAGGGCCTG
ACCCGCGAAAAGGTGTATGCCGTTCGTTGTCGTGTCACGACGAACCCACTCTATGAGCCG
ACCTCTGAGCACATTACTGTCCTTTTGACGCGCACCAACGACGAACTGGTATGGAAGACA
CTGCCAAACGACCCGCTGATCCCTATACTCTCCAAGCCACCGAAAGGAGACTACTCCGCT
ACCATGGAGGATTGGGAGGATGAACACAACGGTATCCTGGCTGCCCTCAGAGAAGCGTG
TGTCCCACGGATGAATTTCGCGCATGGGAAGCGTAATACCTGTTGGGCAGTTACGAGCA
GCCGGGTGCTGCATGAGGCGGGCGTCCAGATAACGCCGGAGGACTATAACCGTATCTTT
CCGGCGTTTCGAGAGGATAAGCCGCATTCGGCTCTGGCAGCCTTGGATGCCGTCGCTACT
CTCGTGTGGGGCTTGGATACTTCCTCGGGCATTCTGAGTGGAAAAGGCAGCTTCATGCGG
CTGGAGAACAGCCACTGGAGTAACTCCAACAGGGGGTACGAGTACGGCCTCAACCTGGA
CGCACTGGAAGGCTATGAGATTGCCAATCCACGCATGATTAAAGCGCTTAAACAACGGC
GCGGGCGCGAATGTTACGACATCGAAACGGGGAAGTTGGTGCCCCTGGATCCTGCCAGG
GTCCAAGTGCCGATTAACCGAATCGTGCCCCACGTGTTGGTGGACACTTCTGCAGCGGCC
AAACCAGGCTTCCTGGAAAACAGACTCACAGTTGACAGATGGGACCAAGTGCACAGCTT
CAAGACAAGAGCAGCAGTCAAGTTTGCAGAACTGACGAAGCGTGTCTCATATAACTCAG
TCCTTGACCTTGGAGCCGCCCCGGGAGGAGTGACCGACTACTGCGTGAAGAAAGGAAAA
ACCGTCACAAGCGTCTCCGAGCAATGGGATACTAAGCCGAGAGGCGCTGTGGTCGTTAC
GGCAGATATCAACGGCCCACTTAACAACCTAGGTATCTTCGACCTAGTGTTTTGTGACGC
AGCTGGACCACGACGCTATCACCACTACGCGCAGTGCGAAGACCACGCCGTGCTGTTCA
CATCAGCATGCAAACATGGGGTGGAGCGCACAGCCAAGGGCGGAGTCTTCATTGTGAAG
GCGTACGGAATGGCGGACCGCCGAACAGAGAGGGCAGTGGAAGGTACAGCGAGGTATT
TCAAGTCCGTTTCGGTCGAAAAACCCGTCTCCTCCCGTATAACCAACGTGGAAGTCTTCT
TCAAGTTCTCTGGCAGATGTCGCCCACACGCACGTTCCATCGCACATTTGGGCCCTCAAC
TGACCGACATTTACGCCCGTACGAGGAAGGCGTATAAAATGCTGGCGAGAGGCAGTGTC
GCTGACAAGGTGAAAGTGGCAGAGATACTTAACTCAATGGTAGGTGCCGCACCGGGGTA
CAGAGTCCTCAACAGGAACATCATCACTGCCGAAGAGGAAGTTCTGGTCAACGCCGCCA
ACAGCAACGGTAGACCCGGTGACGGTGTGTGTGGTGCGCTCTACGGCGCGTTTGGGGAC
GCGTTCCCCAACGGTGCAATCGGCGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGC
TACCATCATACACGCAGCCGGAGCTGACTTCAGAGAGGTCGACGAGGAAACCGGCGCGC
GGCAGCTAAGAGCAGCATACCGCGCGGCGGCTACCCTAGTCACGGCCAACGGCATCACC
AGCGCCGCCATCCCCTTGCTGAGTACACACATCTTCTCCAACGGTCGGAACAGGCTGGAA
CAGTCGTTTAGTGCACTGGTGGAGGCGTTCGACACGACAGAGTGCGACGTCACCATCTAC
TGCCTCGCCAACAACATGGCCGCGAGGATCCAGCAACTGATTGACGCCCACGCTCGCGA
AGAGTTTGATGAGGAAGTGGTTGTGGAAGAGGAAGAGGAACACGAAGCCGACGCAATG
AGTGACACGGAGACGCTGTCCAGTTTCGGCGACGAAACGGTATGGGTGCCTAAACACAG
CACTCTGGCTGGAAGGCCAGGGTACAGCGCCTCCTACGGCGACCGCAGATCCCTTTTTGT
141 
 
CGGCACGAAATTCCATCGTGCAGCGGTCGCTATGTCGTCGATTGAGGCGGCTTGGCCTAA
GACCAAGGAAGCCAATGCTAAACTCATCGAGTATATACGAGGGCAACACCTCGTTGACG
TACTAAAGAGCTGCCCGGTTGACGACATACCCGTGGGCAGACCGCCTTCTAGCCTACCCT
GTGGCTGCATCTACGCCATGACCCCGGAACGGGTCACAGTACTGAAACAAAGACCGCAG
GAAGGTTTCGTGGTGTGCAGTGCATTCAAGCTGCCTCTCACCAACATCCAGGACGTCACC
AAGGTGGAGTGCACTGTGAGAGCACCCGCAGAGGAACCTAGACCGGTGCGCCATCTGCA
GGAGAGGCGCCCAGCGCAGGCCGCCGTGAGGCAGCCTAGGCCGGCAGCCGTGGCTGCCA
GTGTCGCCGCGAGTCACACAACCAGCAGGACCAGCACTGCCTCGAGCCGCCGCACACCT
GCGCCGGGTTCGGTGCAGGTGCGTTTACTGCCGCCGAGAGATGGTACGGAATCACGCAG
TTCTCGAATGGGCTCGCAGTCCAGCGTCACATCATCAGCGGGATCCGTTCCGCCGGCACC
CCGAAGGGCGCCAGCTGTGTCGGCGGCATCGTTGGCGAGCAGCGCCCATAGCCGCAGTG
TGCGCAGCGCCCCTGCTATGAGGGCCGCCAGCGCGGGTGCCAGAAGCGTGCGCAGCGCC
CAATCCGGCTCCACCGGGCACAGAGCGGGCGCCTTCAGCGTCGCCGGCTCGGTGAGACA
GCCCAGCGGGCCGCCTAGTAGCGTGAGCACACCCGCCGCGATCAGAGGGCTAACACGGG
ACCAGTTTGACGCCGTAAGAGTTAGGGCCCGCAGGAACTTGGAACTTGAGGGGTCGGAG
CACGGCAGTCAATCTAGCTTCCACTCCGGCTCGCTGGCGGTGGGGAGCTCCGCTAGTAGC
TATAGCCAACGCTCCGACGATCAGGATACGGGCACTGAACCCTCAAGCCGCGGCGCCGC
CGTGAGAACTCGGCGCAGAGGGCAACGGGACGGCCTCGGAGGGTACATATTCTCATCTG
ATCAAGGTACGGCTCACCTCAGCCAGCACAACACCCAGACAAACAACACAACAGAAGTG
TTGATGAGAACGTCAGTACTGCCGAGCAACGACCACGGCACACCAGATCTGCCTGCAGA
AACGAGGAAGAGGTTGGCGTATCAAATGCGCCCCACTCAAAAGAACAAGAGTCGCTACC
TGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGATGTTTGCAGCGAGGTGCC
GGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAAAAACACCTTCCCTAAGCC
CAGGTACTCCGACGCCTGCGTGGTGAAGTTCGAGAGCGTCAACACAGCAATCGTTGCAG
CCAACATGTTCATAGGGTGTAATTACCCCACCTTAAGCTCGTTCGGTATCACGGATAAGT
ACGATGCTTATCTGGACATGGTTGATGGGCTCAATTGCAACCTCGACACCGTGACGTTCG
ACCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTATAACCAGCCGCTCATACAGT
CCCAAGTACCCGGACCTATGACATCCACTCTGCAAAGCATCCTCATGGCCGCCACCAAAC
GTAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACTATGGACTCAGCGGCAATGAAC
GTGGAGGCTTTTAAAAGTTTCGCCTGTAAGGACACCGACCTGTGGACTGAGTTCGCGGAA
AAACCAGTAAGGTTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACAAGGGGC
CAAGGCCAATGTGATGCACAGCAGAGTCGAAGCCGTATGCCCTGACCTCTCGGAGGTGG
CTATGGACAGGTTCACACTGGACATGAAACGCGACGTCAAAGTGACGCCAGGCACGAAG
CACGTAGAGGAGAGACCTAAAGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGC
GTACTTGTGCGCCATCCATAGAGAGCTAGTCCGAAGGCTGAAGGCCGTCCTGAAACCGT
CTATACACGTGTTGTTCGATATGAGTTCCGAGGATTTTGATGCTATCGTGGGCCATGGGA
TGAAGTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCAGGAC
CAAGCCATGGCGGTTACAGCGCTGATGCTGCTGGAGGACTTGGGAGTAGAAGAAGACCT
CCTGACCCTAATTGAGGCGTCTTTCGGCGACATCACTTCTGTCCACCTGCCCACAGGCAC
CAGATTTCAGTTTGGATCGATGATGAAGTCTGGACTTTTTCTGACGCTGTTCGTGAACAC
GCTGCTTAACATCACCATAGCTGCCCGAGTTTTACGGGAGCAGCTGGCTGATACCAGGTG
TGCCGCGTTTATCGGTGACGACAACGTAATCACCGGAGTAGTGTCTGACGACATGATGGT
GGCCAGGTGCGCATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATTGGCA
ACATGAGTCCTTATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAA
GCCGAGTGTCGGACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGAT
CCAGAAACGGACGTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACA
GAGTGGGGATTCAGTGGCCACTGCAGGTGGCTGCCGCCACACGCTATGGCGTGAACCAC
CTGCCGTTGGCCACAATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACCTGGGC
GCGCGAGGGGAGTACGTATCCCTCTACGTCTAACCTTAATATTTTCTGCATCATACTTCCA
AACAATCATGTTTCCCATGCAATTCACCAACTCAGCCTATCGCCAGATGGAGCCCATGTT
TGCACCGGGTTCCCGAGGACAAGTACAGCCGTACCGGCCGCGCACTAAGCGCCGCCAGG
142 
 
AGCCGCAAGTCGGCAACGCCGCCATTACTGCCCTCGCGAACCAGATGAGTGCGCTCCAG
TTGCAGGTAGCTGGACTTGCCGGCCAGGCAAGGGTGGACCGCCGTGGGCCAAGACGTGT
TCAGAAGAACAAGCAGAAGAAGAAGAACTCTTCCAACGGAGAAAAACCCAAAGAGAAG
AAGAAGAAGCAAAAACAACAGGAGAAGAAGGGAAGCGGTGGCGAAAAAGTCAAGAAG
ACTAGGAACCGACCCGGGAAGGAGGTAAGGATCTCCGTAAAGCGTGCCCGACAGAGCA
CCTTCCCCGTGTACCACGAAGGTGCTATATCCGGCTACGCTGTGCTGATTGGATCTCGCG
TATTCAAGCCGGCACACGTGAAGGGTAAGATCGACCACCCTGAACTGGCAGACATCAAG
TTCCAGGTCGCCGAGGACATGGACCTCGAAGCAGCTGCGTACCCGAAGAGCATGCGAGA
CCAAGCGGCTGAACCAGCGACCATGATGGACGGAGTGTACAACTGGGAGTATGGCACTA
TCAGAGTGGAGGATAATGTCATAATCGACGCAAGCGGTAGGGGCAAGCCGGGTGACAGT
GGCAGGGCCATCACCGACAACTCGGGAAAGGTTGTTGGTATTGTCCTCGGAGGAGGACC
CGATGGCAGGCGCACACGCCTCTCCGTGATAGGTTTCGACAAGAAGATGAAGGCTAGGG
AGATCGCCTACAGTGATGCCATACCTTGGACACGCGCTCCGGCCCTCCTGCTGCTGCCTA
TGGTTATTGCCTGCACCTACAATTCCAACACCTTCGATTGCTCCAAACCGTCCTGCCAGG
ACTGCTGCATTACTGCTGAACCAAAGAAGGCCATGACCATGCTGAAGGACAATCTGAAC
GACCCGAACTACTGGGACCTACTCATTGCTGTCACCACCTGCGGCTCCGCCCGGAGAAAG
AGGGCTGTGTCTACGTCGCCTGCCGCCGTTTACGACACACAGATCCTCGCCGCCCACGCA
GCTGCCTCCCCATACAGGGCGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCG
ATAGCCATCGACGAGGTGGTGAGCAGTGGCAGCGACCACGTCCTCCGCATCCGGGTTGG
TTCTCAATCGGGAGTGACCGCTAAGGGTGGTGCGGCGGGTGAGACCTCTCTGCGATACCT
GGGAAGGGACGGGAAGGTTCACGCCGCAGACAACACGCGACTCGTGGTGCGCACGACT
GCAAAGTGCGACGTGCTGCAGGCCACTGGCCACTACATCCTGGCCAACTGCCCAGTGGG
GCAGAGCCTAACCGTTGCGGCCACACTGGATGGCACCCGGCATCAATGCACCACGGTTTT
CGAACACCAAGTAACGGAGAAGTTCACCAGAGAACGCAGCAAGGGCCACCATCTGTCCG
ACATGACCAAGAAATGCACCAGATTTTCCACTACACCAAAAAAGTCCGCCCTCTACCTCG
TTGATGTGTATGACGCTCTGCCGATTTCTGTAGAGATTAGCACCGTCGTAACATGCAACG
ACAGCCAGTGCACAGTGAGGGTGCCACCTGGTACCACAGTGAAATTCGACAAGAAATGC
AAGAGCGCTGACTCGGCAACCGTCACTTTCACCAGCGACTCCCAGACGTTTACGTGTGAG
GAGCCAGTCCTAACGGCTGCCAGTATCACCCAGGGCAAGCCACACCTCAGATCGGCAAT
GTTGCCTAGCGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAA
CCGCAACTTGCAGAGTGAGTGTAGCCCCACTGCCGTCGATCACCTACGAGGAAAGCGAT
GTCCTGCTAGCCGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAACCTTGGTTTC
CATAGCAACGCCACATCCGAATGGATCCAGGGCAAGTACCTGCGCCGCATCCCGGTCAC
GCCTCAAGGGATCGAGCTAACATGGGGAAACAACGCGCCGATGCACTTTTGGTCATCCG
TCAGGTACGCATCCGGGGACGCTGATGCGTACCCCTGGGAACTTCTGGTGCACCACACCA
AGCACCATCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGCGGCCTGCTGGCTATCG
CAGCGTGCATGTTTGCGTGCGCATGCAGCAGGGTGCGGTACTCTCTGGTCGCCAACACGT
TCAACCCGAACCCACCACCATTGACCGCACTGACTGCAGCACTGTGTTGCATACCAGGGG
CTCGCGCGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACCAACAGCAAAGTGG
CCTTCGGGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTA
GGCACTGCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCAGCCCTGCTGG
TCATCCTTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGG
ATCCAAGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAG
CTGACCATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATATTGGACC
TGCGCAGGAGTCCCCATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGC
CCCTCTGACCTTTCTACGCTGCATGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCG
ATGTGCACACAAACGTGTACCCCTTGTTGTGGGGCGCGGCTCACTGCTTCTGTTCCACCG
AGAATACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCAG
AGCGTGCCGAAGCGTTCAGCGTACACAGCAGCTCAGTCACCGCTGAGGTCCTGGTGACG
CTTGGTGAAGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGG
CACTGACCTCAAGATCGTGGCTGGACCAATAACAACCGACTACTCCCCATTCGATCGCAA
143 
 
AGTAGTCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCTGGCCG
ACCAGGCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATC
TGTATGGGGACATCGGAATTGAAGTACTGCAGCCGACTAACGACCACGTACATGTGGCT
TACACGTATACGACCTCTGGTTTACTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGT
GTCACAGCACCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGATTGTGGG
GTTGGTGCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTTACCCGCAAATTAAAG
GATCCGAAACCATCGGCCCTGAAATGCGTGGTGGACAGCTGCGAGTACGGGGTGGACTA
CGGGGGCGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATT
CCCTGACACCAGGAGTCCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAAT
ACCGTCAAAACGACCTTCTCCTCACCCACGCCCGAGGTTGCACTCGAGGTAGAGATCTGT
TCGGCAGTAGTGAAGTGTGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAAC
CAGGCCTCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGG
CCGGAGGGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCATCTACTGCGT
GGTGAAGAAGTGCCGCTCCAAAAGAATCCGGATAGTCAAGAGCTAA 
>Dominant_SCO/G923/15_SAV5 
AAAATTTCACAGCTAACCCCTCCGCCGGCGCTACAGTCACTGTAGATCTGCCCGCGGACC
ACCCGGCCCTGAACCAGTTTAAGACTGCGTTTCCAGGGTTCGAAGTGGTGGCCAGCAATA
GGTCGTCCAACGACCATGCCGCCGCCAGAGCTTCCTTCCACTTCGTGGCACCCAACAAGT
ATACATGCCGTTGCGATACGGTAGTAAGTTGTGGCGGCTACGTCGTAAAGAAGATCACG
ATCTGCGAGGGCATCGTCGGTATCCCCGCGAAGGAGGAACTGTAACGTCAACTCCATGG
ATAACTCGCTGATTCCCGTATTCGCTCGCGCATTGTGCAGCTGGGCAGACGAAGTTCGGC
GGGACATGGAGGACGAACAAGACATGTACGGTATCACGTCCGTCACCACATGGATCTGC
ATCTGCAGAGCGTACGACAAACGCCAGCAGCATACCTTTTACCGTAGGCCTAAGCAGTC
CTCGGGCATATACGTGCCTGCCAAGTTCACAGGGTCGTTGAGAGCCTCCCTCTCAGCCAC
CTACCTTAACCTGCCTCTGAAGCAACTGTTGCTTAATACGCTCAAACGCGCGATTAATCA
TTGACTGTCAAAGAGGCACCGTGAAAGTGGTCACGGCGTTCGGTGACAACATGATGGGG
GAATACCTAGTACTGTCCCCGGTGACCGTGTTGCGCACCAGAAAACTGGCCATTTTGCTC
GGACCACTCGCGGAAGAAGTGATGCAGTATGTCCACAAGGGCCGGACCGGACGTTACGC
CATCGAGAAGAATAACTTGAAGGTACTCACGACGCCGCTAAGGCGAGGGACGAATACGT
TTACGAACTGTCCTCCAAGCAATGCGTCAAAAAGGAAGATGCAACAGGCACAGTCCTCC
AAGGGGACATATGCAATCCGCCTTACCACCAGTTTGCCTACGAGGCGCTGCGTAAAAGG
CCGGGGTGACGGTGTGTGTGGTGCGCTCTATGGCGCGTTTGGGGACGCATTCCCCAACGG
TGCAATCGGTGCGGGAAACGCGGTCCTGGTTCGAGGACTCGAGGCTACCATCATACACG
CAGCTGGGGCTGACTTCAGAGAGGTTGACGAGGAAACCGGCGCGCGGCAGCTAAGAGC
AGCATACCGCGCGGCGGCTAACCTAGTCAGACCGCAGATCTCTTTTTGTCGGCACAAAGT
TCCACCGTGCAGCGGTCGCTATGTCGTCAATCGAGGCGGCTTGGCCTAAGACCAAAGAA
GCCAACGCCAAACTCATTGAGTACATACGTGGGCAACACCTCGTTGATGTCCTAAAGAG
CTGCCCGGTCGACGACATACCCGTAGGCAGACCGCCTTCTAGCCTGCCCTGCGGCTGAAG
CAAAGACCGCAGGAAGGTTTCGTGGTATGCAGCGCATTTAAACTGCCTCTCACCAACATC
CAGGACGTCACCAAGGTGGAGTGCACGGTGAGAGCACCCGCAGAGGAACCTAGACCGG
TGCGCTATCTGCAGTGTGCGTAGCGCCCCTGCTATTTTGAGGGCCGCCAGCGCGGGTGCC
AGAAGCGTGCGCAGCGCCCAACCCGGCCCCGCCGGGCACAGAGCGGGCGCCTTCAGCGT
CGCTGGCTCGGTGAGACAGCCCAGCGGGCCGCCTAGTAGCGTGAGCACGCCCGCCGCGA
CCAGAGGGCTGACACGGGACCAGTTTGACGTCGTACGATCAGGACACGGGCACCGAACC
CTCAAGCCGCGGCGCTGCCGTGAGAACACGGCGCAGAGGGCAACGGGACGGTCTCGGA
GGGTACATATTCTCTTCTGACCAAGGCACAGCTCATCTCAGCCAGCACAACACCCAGACA
AACAACACAACGGAAGTGTTGATGAGAACGTCAGTACTGCCGAGTAACGATCACGGCAC
ACCAGATCTGCCTGCAGAAATGAGGAAGAGATTGGCGTACCAGATGCGCCCCACTCAAA
AGAACAAGAGTCGCTACCTGTCCGCGAAGGTCCATAACATGAAACACAAGATTGTTCGA
TGTTTGCAGCGAGGTGCTGGGCACTACCTGAGAGAGCAGCACGCTCTGCCGCTGTGGAA
144 
 
AAACACCTTTCCTAAGCCCAGGTACTCCGACGCTTGCGTGGTGAAGTTCGAGAGCGTCAA
CACAGCAATTGTTGCAGCCAACATGTTCATAGGGTGCAACTACCCCACCTTAAGCTCGTT
CGGTATCACGGATAAGTACGATGCTTACCTGGACATGGTAGATGGGCTCAATTGCAATCT
CGACACCGTGACGTTCGATCCTGCTAAGGTGCGTTCCCTGCCGAAGAAATCAGAGTACA
ACCAGCCGCTCATACAGTCCCAAGTGCCCGGACCTATGACATCCACTCTGCAAAGCATCC
TCATGGCCGCCACTAAACGCAACTGCAACGTCACGCAGATGAGAGAGCTCCCGACCTTG
GATTCAGCGGCAGGCTTTTAAAAATTTCGCCTGCAAGGACACCGACCTGTGGACTGAGTT
TGCGAAAAAACCCGTAAGGCTGTCGCCCGGCCAAATCGAAGAGTATGTCTTTCATCTACA
AGGGGCCAAGGCCAATGTGATAAACGCGACGTCAAAGTGACGCCAGGCACGAAACACG
TAGAGGAGAGACCTAAGGTCCAAGTGATTCAAGCGGCCGACCCCATGGCCACCGCGTAC
TTGTGCGCCATCCACAGAGAGCTGGTCCGAAGGCTGAAGGCCGTCTTAAAACCGTCCAT
ACATGTGTTGTTCGACATGAGTTCCGAGGACTTTGATGCTATCGTGGGCCACGGGATGAA
GTTGGGTGACAAGGTGCTGGAAACGGACATCTCCTCATTCGACAAGAGCCACATGGCGG
TTACGGCGCTGATGCTGCTGGAAGACTTGGGAGTAGAAGAAGACCTCCTGACCCTAATT
GAGGCGTCCTTCGGCGACATCACTTCTGTCCACCTGCCTACAGGCACCAGATTCCAGTTT
GGATCGATGATGAAGTCTGGACTTTTCCTGACGTTGTTCGTGAACACACTGCTTAACATC
ACCATAGCTGCCCGAGTTTTACGGGAGCAGTTGGCCGGCACCAGATGTGCCGCGTTTATC
GGTGACGACAACGTAATAACCGGAGTAGTGTCCGACGACATGATGGTGGCCAGGTGCGC
ATCCTGGCTGAACATGGAGGTGAAGATCATGGACATGGAAATCGGCAACATGAGTCCTT
ATTTTTGTGGCGGCTTCCTGTTACTCGACACGGTAACAGGCACTGTAAGCCGAGTGTCGG
ACCCTGTAAAACGCCTGATGAAGATGGGAAAACCGGCCCTGAACGATCCAGAAACGGAC
GTGGACAGATGCCGCGCACTGCGCGAAGAAGTGGAAAGCTGGTACAGAGTGGGGATTCA
GTGGCCACTGCAGGTGGCTGCCGCCACACGCTACGGCGTGAACCATTTGCCGTTGGCCAC
AATGGCGATGGCCACGCTCGCCCAGGACTTGAGATCGTACTTGGGCGCGCGAGGGGAGT
ACGTATCCCTCTACGCCTAACCTTAACATCATACTTTCAACCAACCATGTTTCCCATGCAA
TTCACCAACTCAGCCTATCGCCAGATGGAGCCTATGTTCGCACCGGGTTCCCGAGGACAA
GTACAGCGCGTACCCGAAGAGTATGCGAGATCAAGCGGCTGAACCAGCAACCATGATGG
ACGGAGTGTACAACTGGGAGTATGGCACTATCAGAGTGGGTCCTGCCAGGACTGCTGCA
TTACTGCTGAACCAAAGAAGGCCATGACCATGCTCAAGGACAACCTGAACGATCCGAAC
TACTGGGACCTACTCATTGCTGTCACCACCTGCGGCTCCGCTCGGAGAAAGAGGACTGTG
TCTACGTCGCTTACGACACACAGATCCTCGCCGCCCATGCAGCTGCCTCCCCGTACAGGG
CGTACTGCCCCGATTGTGACGGAACAGCGTGTATCTCGCCGATAGCCATCGACGAGGTG
GTGAGCAGTGGCAGCGACCACGTCCTTCGCATACGGGTCGGGGACGGGAAGGTTCATGC
CGCGGATGACACGCGGCTCGTGGTGCGCACGACTGCAAAGTGCGACGTGCTGCAGGCTA
CTGGCCACTACATCCTGGCCAACTGCCCAGTGGGGCAGAGCCTCACCGTTGCGGCCACAC
TGGACGGTACCCGGCATCAATGGTCGTAACATGCAACGATAGCCAGTGCACAGTGAGGG
TGCCACCCGGCACCACAGTGAAATTCGACAAAAAATGCAAGAGCGCTGCCTCGGCGACC
GTCACTTTCACCAGCGACTCCCAGACGTTTACGTGCGAGGAGCCGGTCCTAACGGGTTGC
CTAGTGGAGGCAAGGAAGTGAAAGCAAGGATCCCGTTCCCGTTCCCGCCGGAAACTGCA
ACTTGCAGAGTGAGTGTCGCCCCACTGCCGTCGATCACCTACGAGGAAAGCGATGTCCTG
CTGGCTGGTACCGCAAAATACCCTGTGCTGCTAACCACACGGAATCTTGGGTTCCACAGC
AATGCCACATCCGAATGGATCCAGGGTAAGTACCTGCGCCGCATCCCGGTCACGCCTAA
GGGATCGAGCTAATGTGGGGAAACAACGAGCCGATGCACTTTTGGTCATCCGTCAGGTA
CGCATCCGGGGACGCTGACGCGTACCCCTGGGAACTTCTGGTACACCACACCAAGCACC
ACCCAGAGTACGCGTGGGCGTTTGTAGGAGTTGCATGTGGCCTGCTGGCTATCGCAGCGT
GCATGTTTGCGTGCGCATGCAACAGGGTGCGGTATTCTCTGGTCGCCAACACGTTCAACC
CGAACCCACCACCACTGACTTCACTGACTGCAGCATTGTGCTGCATACCAGGGGCTCGCG
CGGACCAACCCTACTTGGACATCATTGCCTACTTGTGGACTAACAGCAAAGTGGCCTTCG
GGCTACAATTTGCGGCGCCCGTGGCCTGTGTGCTCATCATTACATACGCCCTTAGGCACT
GCAGATTGTGCTGCAAGTCTTTTTTAGGGGTAAGAGGGTGGTCGGCTCTGCTGGTCATCC
TTGCGTATGTACAGAGCTGCAAGAGCTACGAACACACCGTGGTGGTCCCAATGGATCCA
145 
 
AGAGCCCCGTCGTACGAAGCAGTGATAAACCGGAATGGGTATGATCCATTGAAGCTGAC
CATCTCAGTGAATTTCACCGTCATCTCACCAACTACGGCTCTGGAATACTGGACCTGTGC
GGGAGTCCCTATCGTCGAGCCGCCCCATGTGGGCTGCTGCACGTCGGTGTCCTGCCCCTC
TGACCTCTCTACGCTGCACGCGTTTACTGGCAAAGCTGTCTCCGACGTGCACTGCGATGT
GCACACAAACGTGTACCCCTTGCTGTGGGGTGCGGCTCACTGCTTCTGTTCCACCGAGAA
TACACAGGTCAGCGCTGTGGCAGCCACCGTTTCTGAGTTCTGTGCCCAGGACTCGGAGCG
TGCCGAAGCGTTCAGCGTTCACAGCAGCTCAGTCACCGCCGAGGTCCTGGTGACGCTTGG
TGATGTGGTGACGGCAGTCCACGTTTACGTGGACGGGGTAACATCAGCCAGGGGCACTG
ACCTCAAGATCGTGGCTGGCCCGATAACAACCGACTACTCCCCATTTGATCGCAAAGTAG
TCCGCATCGGCGAAGAGGTCTATAACTATGACTGGCCTCCTTACGGGGCCGGTCGACCTG
GCACATTCGGAGACATTCAAGCTAGGTCAACCAACTATGTCAAACCCAACGATCTGTATG
GGGACATCGGAATTGAAGTACTGCAGCCGACTAACGATCACGTGCACGTGGCTTACACG
TACACGACCTCTGGGCTATTGCGTTGGCTGCAGGACGCTCCGAAACCACTCAGTGTCACA
GCGCCGCACGGTTGTAAGATCAGTGCCAATCCGCTCCTGGCCCTCGACTGTGGGGTTGGT
GCCGTCCCCATGTCCATCAACATTCCGGACGCGAAGTTCACCCGCAAATTAAAGGATCCG
AAACCATCGGCCCTGAAATGCGTGGTGGACAGTTGCGAGTACGGGGTGGACTACGGGGG
CGCCGCCACGATCACCTACGAGGGCCACGAGGCCGGGAAGTGCGGGATTCATTCCCTGA
CACCAGGAGTTCCCCTGAGAACATCGGTGGTTGAAGTGGTTGCTGGCGCCAACACCGTC
AAAACGACCTTCTCCTCACCCACGCCCGAGGTCGCACTCGAGGTAGAGATCTGTTCGGCA
ATAGTGAAGTGCGCTGGTGAGTGCACTCCACCGAAGGAACATGTGGTCGCAGCCAGGCC
TCGCCATGGCAGCGACTCTGGAGGCTACATCTCCGGGCCCGCAATGCGCTGGGCCGGTG
GGATTGTAGGGACCCTAGTGGTCCTGTTCCTTATCCTTGCCGTCACCT 
 
